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   Fig.	
   HC145	
   GQVDCSPGIWQLDCTH	
   (Pol)	
   -­‐	
   DefiniFon	
   of	
   CD8+	
   T-­‐cell	
   determinants.	
   (A)	
   The	
   box.	
  
PepMde	
  HC145	
  was	
  recognized	
  by	
  volunteer	
  404	
  of	
  the	
  indicated	
  HLA	
  type,	
  and	
  the	
  opMmal	
  pepMde	
  is	
  
shown.	
  (B)	
  Cryopreserved	
  lymphocytes	
  from	
  the	
  vaccine	
  recipient	
  were	
  expanded	
  by	
  sMmulaMon	
  with	
  
the	
  'parental'	
  pepMde	
  for	
  10	
  days	
  to	
  establish	
  STCL,	
  which	
  was	
  subjected	
  to	
  ICS	
  using	
  serially	
  truncated	
  
pepMdes.	
  IFN-­‐γ	
  (green)	
  and	
  TNF-­‐α	
  (orange)	
  producMon	
  and	
  surface	
  expression	
  of	
  CD107a	
  (pink)	
  served	
  
as	
   the	
   read-­‐out.	
   Arrows	
   next	
   to	
   an	
   amino	
   acid	
   indicate	
   the	
   pepMde-­‐terminal	
   amino	
   acid	
   residue	
  
required	
   for	
   efficient	
   pepMde	
   recogniMon.	
   (C)	
   The	
   same	
   SCTLs	
   were	
   tested	
   for	
   recogniMon	
   of	
  
overlapping	
  9-­‐mer	
  pepMdes.	
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