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Supplemental Figure S1. Identification and diagrammatic representation of T-DNA
msertion in GFP-868 mutant by Genome Walking approach. (A) PCR amplicons obtained
with AP1 and TDRB primers using DNA from Genome Walking libraries of Athemnli-1
mutant prepared with Pvull, Stul, Dral and EcoRV. (B) Amplified product in the secondary
PCR with AP2 and NGWGS primers. (C) PCR products of 2.5 kbp and 1.8 kbp obtained in
the mutant with P1-P2 and P1-P3 primers, respectively, confirmed the insertion site of T-
DNA 1in the AtHEMNI (At5g63290) gene. (D) Diagrammatic representation of T-DNA
insertion on chromosome 5 of A. thaliana in GFP-868 and SALK 100305 mutants. Based on
T- DNA 1nsertion in the 475263290 gene, the two mutants are designated as Athemnl-1 and
Athemnl-2, respectively. Locations of primers used for confirmation of insertions and
1solation of mutant plants are indicated by arrows.
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