Supplementary Table S1. Accession numbers and descriptions of Arabidopsis thaliana proteins containing a GH1 domain from different databases (TAIR10, UniProt, NCBI and ChromDB¥). This table is supplemented with data concerning the occurrence, rank and scores

of proteins identified in the nuclear proteome of Arabidopsis T-87 suspension culture cells (6753 proteins identified in total, www.proteome.arabidopsis.pl) and localization of gene expression according to the BAR Toronto database (Fucile et al, 2011)

(http://bar.utoronto.ca/). *a copy of this discontinued database in the web archive was used.
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