
Fig. S1. Pseudomonas species comparative genomics. Average Nucleotide Identity (ANI) analysis 
and clustering were performed using PyANI (Richter M & Rossello-Mora R, PNAS 2009, 106 (45): 
19126-31, and https://github.com/widdowquinn/pyani) of Pseudomonas isolate LPH1 and twelve 
closely related Pseudomonas species. Ppseudo, Pseudomonas pseudoalcaligenes; Ps_LPH1, 
Pseudomonas isolate described in this paper; Pmen, Pseudomonas mendocina.
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