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Fig. S1 Scheme of Super-SAGE data analysis. Numbers are compatible with Fig S2.  �



1:	hit	with	predicted	genes	
2:	hit	with	genome	that	contains	predicted	genes	
3:	hit	with	genome	that	does	not	contain	predicted	genes	
4:	no	hit�

Fig. S2 Matching results of Super-SAGE tags with predicted genes and reference genome sequence of Lentinula 
edodes. Numbers are compatible with Fig S1.�
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1		expressed	more	than	2	fold	change	in	postharvest	frui<ng	body	
compare	with	fresh	frui<ng	body,	and	es<mated	as	DEG	
	
2.	expressed	more	than	2	fold	change	in	postharvest	frui<ng	body	
compare	with	fresh	frui<ng	body,	and	not	es<mated	as	DEG	
	
3.	expressed	less	than	2	fold	change	in	postharvest	frui<ng	body	
compare	with	fresh	frui<ng	body,	and	not	es<mated	as	DEG	

Fig. S3  Comparison between PCR-subtraction data and Super-SAGE data. Fold changes of in Super-SAGA data of genes that are 
estimated as true positive genes upregulated after harvest in PCR-subtraction data (Y. Sakamoto, K. Nakade, and T. Sato, Curr Genet  
55:409�423, 2009, doi: 10.1007/s00294-009-0255-9) were summarized.�



Fig. S4 Comparison of enriched gene ontology between fruiting body after harvest and fresh fruiting body (just after harvest) by using Blast2GO 
enrichment analysis (Fisher’s Exact Test). Blue and red bars indicate enriched gene ontology in the fresh fruiting bodies and fruiting bodies after 
harvest, respectively. X-axis indicates number of genes enriched.	�
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Fig. S5 Purification of GH16 enzyme, MLG1, using His-tag column, phenyl column, and MonoQ. (lane1) Western blot analysis of 
crude enzymes secreted from wild type A. orizae strain, RIB40 visualized by MLG1 antiserum, (lane2) western blot analysis of crude 
enzymes secreted from A. oryzae transformed mlg1 expression vector visualized by MLG1 antiserum and (lane3) western blot analysis 
of purified rMLG1 visualized by MLG1 antiserum (lane 4) purified rMLG1 visualized by OrioleTM staining.�



Table S1 De novo assemble and scaffolding of the L. edodes genome. 

�  

clc genomics workbench  

(paired end) 

SSPACE 

 (mate pair) 

PBJelly 

 (long reads) 

contig number 7,731 3,242 1,951 

N50(bp) 36,146 69,696 103,018 

total (bp) 35,042,971 34,981,635 38,944,209 
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