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Supplemental Fig. 3 [llustration of read clustering in a novel
insertion. (a) The sample (second bar) has an insertion
(vellow) against the reference (first light blue bar). Illumina
and PacBio reads sequenced in this region were unmapped
(hollow blue bars for Illumina reads), clipped (yellow
segments extending into the inserted sequence), or did not
have correct alignments (yellow bars with boundaries for
PacBio reads) when aligned to the reference. Dotted arrows
show reliable alignments from Illumina reads to PacBio reads.
(b) Bipartite graph representation clusters the reads together.



