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Supplemental Fig. 6 Illustration of complex deletions with insertion. (a) Target
sequence (light blue) has a deletion (orange) and an insertion (yellow) as compared
with the reference (dark blue). (b) Inserted sequence can be (reversely) mapped to
the deleted sequence, and it is counted as an (inverted) spacer. (c) Inserted
sequence can be (reversely) mapped to the flanking region of the deletion, and it is
counted as a (inverted) duplication. For (b) and (c), dotted purple lines and the
forward purple arrows represent that the alignment of the spacer/duplication is in
the same orientation as the reference; dotted green lines and the backward green
arrows represent that the alignment of the spacer/duplication is in the reverse
orientation as the reference.



