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Supplemental Fig. S33. Comparison of gene parameters in pig genomes and human, cow and mouse
genomes. (a) MRNA length; (b) CDS length; (c) exon length; (d) exon number; (e) intron length; and (f) intron
number. The similar gene parameters between the ten pig assemblies and reference pig genome, as well as other

mammals indicate the high quality gene structure annotation in ten pig assemblies.



