Whole introns in gene Introns excluding TE
10,000 -
== Berkshire
- === Hampshire
8,000 amp:
== Piétrain
= === | andrace
(] ..
Q = | arge White
2 6,000 - %
5 w===e  Bamei
S e Jinhua
5 asme eishan
© 4000 9 Rongchang
Tibetan wild boar
2,000
. “““ﬂ i
8 8 8 8 8 8 © 9 9 9 9 9 9o o o o
S & & & S - o © O © O O O O 9O o
SR & S S & 5 & & & § S 5 g
- 2 - &N O ¥ O © N ©o o o
=
A Length (bp) I
b c
Whole intron in genes Introns excluding TE 2,500 — == Berkshire
40,000 TTTTTTTTTT e Hampshire
1 1 Ll 1 ) ) 1 1 1 1
L T T T T R T B T = Piétrain
LI T R T R R - | andrace
1 1 1 1 1 1 1 1 1 1 »
L T T T T T T B B | 2000 4 === Large White
[ T T T T R T B T ’ s Bamei
30000+ A R R === Jinhua
! LN T T T T R T B B = |Meishan
1 L L LI | T
. Pl TTTTTTTTT: w=== Rongchang
s LI T R T T R T [ T T T T . 1,500+ Tibetan wild boar
=2 [ T T T T T T B B T T T R ! )
< [ R T R T B I T T B S B B £
=4 [ O O T T R N T | [ T TR | : 5
2 20,000 T e c
[ T R T T | (]
[ T ! 5
[ T T T R o 1,000
I T T A T B
L L
10,0004
500
1 1 1 Ll 1 1 1 1 1 1 [
1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1
1 1 Ll 1 ) ) 1 1 1 1 1 1 1 1 1 1 1 ) 1 1
T 1T 1T 1T 1T 1T 1T T17 L L L L L L L T T T T T T
TP oo cC ok PFo o oncE ok 0 20 40 60 80 100
£ E-c28c2858 EEEE%EE§E§
fggéggé’ggg gﬁﬁégg-ﬂﬁﬁg TE content in introns (%)
& § 38 23 & 5§82t 23
* 5 c 5 * 5 T 5
[ @
2 2
~ -
d e
3,000 === Berkshire 3,000 i
e=m Berkshire
wes  Hampshire
. : « Hampshire
= Piétrain Pistrai
=== |andrace Lé?](rjzﬁlance
2,500 — = | arge White 2,500 .
. = | arge White
= Bamei === Bamei
e Jinhua
X m=s Jinhua
w— Meishan Meish
2,000 = RoNgchang 2,000 mm Meishan
Tibet i b e RoONgchang
foetan wild boar Tibetan wild boar
& 3
£ 1,500 o € 1,500 4
=] S
c c
3 Q
c =4
@
© ]
1,000 — 1,000 H
500 500 -
0 —— 04
T T T T T T T T T T
0 20 40 60 80 100 0 20 40 60 80 100
TE content (%) in 5" UTRs (0-20 kb upstream) TE content (%) in 3' UTRs (0-20 kb downstream)

Supplemental Fig. S34. Similar transposable element (TE) content in introns, 5° UTRs and 3’ UTRs of
protein coding genes in ten pig breeds. (a) The distribution of total intron length and length of introns after
excluding TE; (b) Boxplot showing total intron length and length of introns after excluding TE; Distribution of TE
proportion in (c) introns, (d) 5 UTRs and (e) 3’ UTRs.



