
Supplemental Figure S2 

A.  MeDIP pairwise internal population analysis summary F0 generation 

The number of DMR found for each analysis.  All DMR have at least two significant windows at a p-value 
threshold of 1e-07. 

Analysis 

Overlapping DMR 

This figure shows the overlapping DMR between the control vs. control pairwise 
analyses and the full analysis. 

The following figures show the number of overlapping DMR between each pairwise analysis and 
the full analysis 

This figure shows the overlapping DMR between the treatment vs. treatment pairwise 
analyses and the full analysis. 

Full Analysis C1vsC2 C1vsC3 C2vsC3 T1vsT2 T1vsT3 T2vsT3 
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Full Analysis 

Full Analysis 

C1vsC3 C2vsC3 

C1vsC2 

T1vsT3 T2vsT3 

T1vsT2 



Supplemental Figure S2 (continued) 

B. MeDIP pairwise internal population analysis summary F2 generation 

The number of DMR found for each analysis.  All DMR have at least two significant windows at a p-value 
threshold of 1e-07. 

Analysis 

Overlapping DMR 

This figure shows the overlapping DMR between the control vs. control pairwise 
analyses and the full analysis. 

The following figures show the number of overlapping DMR between each pairwise analysis and 
the full analysis 

This figure shows the overlapping DMR between the treatment vs. treatment pairwise 
analyses and the full analysis. 

Full Analysis C1vsC2 C1vsC3 C2vsC3 T1vsT2 T1vsT3 T2vsT3 

617 865 298 436 774 394 353 
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