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Supplementary Information:

Image legends

Image S4. Phylogenetic analysis of the Brassica species. B. napus, B. rapa, B.
oleracea and B. nigra VOC genes were used for analysis. Different clades are

distinguished by different colors. The unrooted tree was generated by using ClustalW

in MEGA with the full-length amino acid sequences of the VOC proteins.
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