
Supplementary Figure 1. Alignment of the C-terminal domains of 251 Proteobacterial SSB proteins.  The alignment was done 
using PRALINE (Simossis and Heringa, 2005).  The numbers above the sequences correspond to the numbering in the alignment using 
methionine 110 in the E.coli sequence as position 1. The consistency or conservation score is a value out of 10 and is indicated at the 
bottom of each sequence group. In the alignments, 10 appears as * to maintain spacing. In the alignment shown, the sequence of the C-
terminus divided into 2 sections with the E.coli SSB (P0AGE0) occurring on the first line of each (pages 1 and  midway down on page 4).
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sp_P0AGE0_SSB_E-MQMLGGRQG GGAP-AG--- ---------- --GNIGGGQP QGGWGQPQQP
sp_P0AGE3_SSB_S-MQMLGGRQG GGAP-AG--- ---------- --GNIGGGQP QGGWGQPQQP
tr_Q0SXS6_Q0SXS-MQMLGGRQG GGAP-AG--- ---------- --GNIGGGQP QGGWGQPQQP
tr_Q3YUS5_Q3YUS-MQMLGGRQG GGAP-AG--- ---------- --GNIGGGQP QGGWGQPQQP
tr_B7LL42_B7LL4-MQMLGGRQG GGAP-AG--- ---------- --GNIGGGQP QGGWGQPQQP
tr_Q31TT7_Q31TT-MQMLGGRQG GGAP-AG--- ---------- --GNIGGGQP QGGWGQPQQP
tr_Q327X2_Q327X-MQMLGGRQG GGAP-AG--- ---------- --GNIGGGQL QGGWGQPQQP
tr_E3G2C8_E3G2C-MQMLGGRQG GGAS-AG--- ---------- --GNMGGGQQ QGGWGQPQQP
tr_A8AN55_A8AN5-MQMLGGRQG GGVP-AG--- ---------- --GNMGGGQQ QGGWGQPQQP
tr_Q7MZE3_Q7MZE-MQMLGGRAG GGSF-QD--- ---------- --SQQSQGGG WGQPQQPQPQ
sp_Q8ZJ06_SSB_Y-MQMLGGRQG GGAP-AGGG- ---------- --AAPQDGGA QGGWGQPQQP
tr_Q1CEA8_Q1CEA-MQMLGGRQG GGAP-AGGG- ---------- --AAPQDGGA QGGWGQPQQP
tr_A9QYS7_A9QYS-MQMLGGRQG GGAP-AGGG- ---------- --AAPQDGGA QGGWGQPQQP
tr_Q1C0V1_Q1C0V-MQMLGGRQG GGAP-AGGG- ---------- --AAPQDGGA QGGWGQPQQP
tr_B1JND3_B1JND-MQMLGGRQG GGAP-AGGG- ---------- --AAPQDGGA QGGWGQPQQP
tr_A4TRT5_A4TRT-MQMLGGRQG GGAP-AGGG- ---------- --AAPQDGGA QGGWGQPQQP
tr_D0JMW3_D0JMW-MQMLGGRQG GGAP-AGGG- ---------- --AAPQDGGA QGGWGQPQQP
tr_B2K1V7_B2K1V-MQMLGGRQG GGAP-AGGG- ---------- --AAPQDGGA QGGWGQPQQP
tr_Q66FF8_Q66FF-MQMLGGRQG GGAP-AGGG- ---------- --AAPQDGGA QGGWGQPQQP
tr_D0JDS4_D0JDS-MQMLGGRQG GGAP-AGGG- ---------- --AAPQDGGA QGGWGQPQQP
tr_E8NXJ4_E8NXJ-MQMLGGRQG GGAP-AGGG- ---------- --AAPQDGGA QGGWGQPQQP
tr_D5AZE3_D5AZE-MQMLGGRQG GGAP-AGGG- ---------- --AAPQDGGA QGGWGQPQQP
tr_A7FN86_A7FN8-MQMLGGRQG GGAP-AGGG- ---------- --AAPQDGGA QGGWGQPQQP
tr_A9ARS0_A9ARS-MQMLGGR-N SGGR-GD-SD GHGGDGDFEQ GSRRQATAPA ARQ-ASGQPP
tr_Q5QWB9_Q5QWB-MQMLDSR-G GPQG-GAPQQ GQGFGGGQQQ GGGYGGGQPQ QQS-QQQQRP
tr_F6D9I3_F6D9I-MQMLGGG-N R-QG-GQSAG GMGSMGGDAY DQSNYGAAPA RPA-AASGGY
tr_D0KVW4_D0KVW-MQMLGGR-G G-SG-G-SGG GQQESG--DY EDDGYSNTP- -PA-RGAGRA
tr_C4L8J0_C4L8J-MQMLDGR-G AGAP-QQGGN MGAPAQQPQQ GNWGRPSAPA AAAPQGGATP
tr_A4SSS4_A4SSS-MQMLGGRPQ GGAG-QNMGG QPQAQGNWGQ PQQGMPAQQP VNQARPAAAP
tr_A0KQ40_A0KQ4-MQMLGGRPQ GGAG-QGMGG Q----SQGNW GQQQGMQSQQ PMNQARPAQA
tr_F4D7J5_F4D7J-MQMLGGRPQ GGQG-MGQNM GGQSQGNWGQ PQQSMPAQQP MNQ-QRPAPA
tr_E6WHP7_E6WHP-MQMLGGRQQ GAST-GGA-- --------PM GGQGGGNNNG WGQPQQPQQP
tr_C6CKS0_C6CKS-MQMLGGRAG GGAP-AGG-- --------NM GGNMGGGNAP QGGWGQPQQP
tr_D2BVZ8_D2BVZ-MQMLGGRTG GGAP-AGG-- --------NM GGNTGGGNAP QGGWGQPQQP
tr_E0SFA5_E0SFA-MQMLGGRTG GGAP-AGG-- --------GM GNNAGGNPQQ GG-WGQPQQP
tr_F0KT99_F0KT9-MQMLGGRQG GGAP-AGG-- ---------- --GAPQDGGA QGGWGQPQQP
tr_E7AYX9_E7AYX-MQMLGGRQG GGAP-AGG-- ---------- --GAPQDGGA QGGWGQPQQP
tr_Q6LM83_Q6LM8-MQMLGGRQG GGQQ-QQQQ- ---------- --QQQGNWGK PQQPAAAPQQ
tr_D8MLY1_D8MLY-MQMLGGRQG GGAG-APA-- ---------- --GGGGQGSN NGWGQPQQPQ
tr_E8XXD9_E8XXD-MQMLGGRAS GGAP-AGG-- ---------- --GQPSAGGQ QGGWGQPQQP
tr_D0KLR8_D0KLR-MQMLGGRQG GGAP-AGG-- ---------- ---NAGGGQQ QGGWGQPQQP
tr_D4GHC5_D4GHC-MQMLGGRQQ GGNA-PAA-- ---------- --GGGQGNNN GWGQPQQPQQ
tr_F2ERB9_F2ERB-MQMLGGRQQ GGNA-PAA-- ---------- --GGGQGNNN GWGQPQQPQQ
tr_C9Y1E0_C9Y1E-MQMLGGRQG GGAP-AGGN- ---------- --MGGGQQQG GWGQPQQQQQ
tr_G0B8L9_G0B8L-MQMLGGRQG GGAP-A---- ---------- --GGGQAAGG QGGWGQPQQP
tr_A1JRR5_A1JRR-MQMLGGRQG GGAP-AGG-- ---------- --GASQDGGA QGGWGQPQQP
tr_E3DHH3_E3DHH-MQMLGGRAQ GGGA-P---- ---------- --AGGQGGGN NNGWGQPQQP
tr_Q6D0V9_Q6D0V-MQMLGGRQG GGAP-AGG-- ---------- --GNAGGGQP QGGWGQPQQP
tr_B7VI95_B7VI9-MQMLGGRAQ GGAP-AQG-- ---------- --GMGNNQQQ GSWGQPQQPQ
tr_B2VKC4_B2VKC-MQMLGGRSQ GGGA-S---- ---------- --AGGQNGGS NNGWGQPQQP
tr_D0FWM9_D0FWM-MQMLGGRAQ GGGA-P---- ---------- --AGGQGGGN NNGWGQPQQP
tr_D2T8I8_D2T8I-MQMLGGRAQ GGGA-P---- ---------- --AGGQGGGN NNGWGQPQQP
tr_B6EM65_B6EM6-MQMLGGRGQ GQGA-PAG-- ---------- --GQQQQQQG NWGQPQQPAQ
tr_C6CA59_C6CA5-MQMIGGRAG GAAP-AGGG- ---------- -MGNNNTGGN PQQGGWGQPQ
tr_E1SAY5_E1SAY-MQMLGGRQQ GGNA-G---- ---------- --APAGGGNN NGWGQPQQPQ
tr_G0DZA5_G0DZA-MQMLGGRQG GGAP-AGG-- ---------- -------GQQ QGGWGQPQQP
tr_A6TGW7_A6TGW-MQMLGGRQG GGAP-AGG-- ---------- -------GQQ QGGWGQPQQP
tr_D5CCK4_D5CCK-MQMLGGRQG GGAP-AGG-- ---------- -------GQQ QGGWGQPQQP
tr_G2S0J9_G2S0J-MQMLGGRQG GGAP-AGG-- ---------- -------GQQ QGGWGQPQQP
tr_D3RG46_D3RG4-MQMLGGRQG GGAP-AGG-- ---------- -------GQQ QGGWGQPQQP
tr_B5XXX3_B5XXX-MQMLGGRQG GGAP-AGG-- ---------- -------GQQ QGGWGQPQQP
tr_C6DE92_C6DE9-MQMLGGRQG GGAP-AGG-- ---------- -------GQQ QGGWGQPQQP
tr_B2AGW6_B2AGW-MQMLGSRQG GGGG-GG--- ---------- --DEGGYGGG GGGGYSRESS
tr_D0ZFE3_D0ZFE-MQMLGGRQG GGAP-MGNQ- ---------- -GQQGGWGQP QQPQPSQGAA
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tr_E0T9B7_E0T9B-MQMLGGRQG GGAP-MGNQ- ---------- -GQQGGWGQP QQPQPSQGAA
tr_C5BF00_C5BF0-MQMLGGRQG GAPM-GN--- ---------- --QGQQGGWG QPQQPQGAAF
tr_Q5E7Z8_Q5E7Z-MQMLGGRGQ GAPA-GGQ-- ---------- --------QQ QGNWGQPQQP
tr_B5FGN0_B5FGN-MQMLGGRGQ GAPA-GGQ-- ---------- --------QQ QGNWGQPQQP
tr_B4EYJ2_B4EYJ-MQMLGGRGG QD-N-APS-- ---------- --------QG QGGWGQPQQP
tr_D3V5U1_D3V5U-MQMLGGRGG AS-Q-DAP-- ---------- --------AQ GGNWGQPQQP
tr_Q2NR22_Q2NR2-MQMLGGRQG GAAA-SGG-- ---------- --------QQ SGWGLPQQPQ
tr_F0LWT6_F0LWT-MQMLGGRQQ GGMP-AQG-- ---------- --------GG MNQQQQQGGW
tr_A7MPL6_A7MPL-MQMLGGRQG GGAG-GNM-- ---------- --GGGQQQGG WGQPQQPQQQ
sp_P0A2F7_SSB_S-MQMLGGRQG GGAP-AG--- ---------- ---GQQQGGW GQPQQP-QQP
tr_F8VMK2_F8VMK-MQMLGGRQG GGAP-AG--- ---------- ---GQQQGGW GQPQQP-QQP
sp_P0A2F6_SSB_S-MQMLGGRQG GGAP-AG--- ---------- ---GQQQGGW GQPQQP-QQP
tr_B5BJX8_B5BJX-MQMLGGRQG GGAP-AG--- ---------- ---GQQQGGW GQPQQP-QQP
tr_B4TDN8_B4TDN-MQMLGGRQG GGAP-AG--- ---------- ---GQQQGGW GQPQQP-QQP
tr_B4TRI3_B4TRI-MQMLGGRQG GGAP-AG--- ---------- ---GQQQGGW GQPQQP-QQP
tr_B5F2C9_B5F2C-MQMLGGRQG GGAP-AG--- ---------- ---GQQQGGW GQPQQP-QQP
tr_C0Q532_C0Q53-MQMLGGRQG GGAP-AG--- ---------- ---GQQQGGW GQPQQP-QQP
tr_E8X9Q5_E8X9Q-MQMLGGRQG GGAP-AG--- ---------- ---GQQQGGW GQPQQP-QQP
tr_E1WEU6_E1WEU-MQMLGGRQG GGAP-AG--- ---------- ---GQQQGGW GQPQQP-QQP
tr_C9XCZ9_C9XCZ-MQMLGGRQG GGAP-AG--- ---------- ---GQQQGGW GQPQQP-QQP
tr_B5R7V4_B5R7V-MQMLGGRQG GGAP-AG--- ---------- ---GQQQGGW GQPQQP-QQP
tr_D0ZRX0_D0ZRX-MQMLGGRQG GGAP-AG--- ---------- ---GQQQGGW GQPQQP-QQP
tr_B5QZ80_B5QZ8-MQMLGGRQG GGAP-AG--- ---------- ---GQQQGGW GQPQQP-QQP
tr_B4T1V0_B4T1V-MQMLGGRQG GGAP-AG--- ---------- ---GQQQGGW GQPQQP-QQP
tr_Q57GX2_Q57GX-MQMLGGRQG GGAP-AG--- ---------- ---GQQQGGW GQPQQP-QQP
tr_B5FQS9_B5FQS-MQMLGGRQG GGAP-AG--- ---------- ---GQQQGGW GQPQQP-QQP
tr_F5ZYC5_F5ZYC-MQMLGGRQG GGAP-AG--- ---------- ---GQQQGGW GQPQQP-QQP
tr_A9MGM8_A9MGM-MQMLGGRQG GGAS-AG--- ---------- ---GQQQGGW GQPQQP-QQP
tr_A9N1N6_A9N1N-MQMLGGRQG GGAP-AG--- ---------- ---GQQQGGW GQPQQP-QQP
tr_A4W5H1_A4W5H-MQMLGGRQG GGAP-AG--- ---------- ---GGQQQQG SWGQPQ-QPQ
tr_D2TRS6_D2TRS-MQMLGSRQG GGAP-AG--- ---------- ---GQQQQGG WG-QPQ-QPQ
sp_Q9KUW2_SSB_V-MQMLGGRAQ QGGM-P---- ---------- ---AQGGMNV PAQQGSWGQP
tr_A5F8S9_A5F8S-MQMLGGRAQ QGGM-P---- ---------- ---AQGGMNV PAQQGSWGQP
tr_C3LRC8_C3LRC-MQMLGGRAQ QGGM-P---- ---------- ---AQGGMNV PAQQGSWGQP
tr_C3NS43_C3NS4-MQMLGGRAQ QGGM-P---- ---------- ---AQGGMNV PAQQGSWGQP
tr_C7BNE0_C7BNE-MQMLGGRAG GSFQ-EG--- ---------- ---QPQGGGW GQPQQPQLQP
tr_D7DNA2_D7DNA-MQMLGGRDG AGSN-AS--- ---------- ---YDGGMDQ SSGSSDYDQV
tr_E8TXV4_E8TXV-MQMLGSRQG QGGA-GGG-- ---------- --YDDGGYGE GGGYEAPRRA
sp_P66847_SSB_B-MQMLGGRDS GGD------- ---------- ---SGGGY-G GGYDDAPRQQ
sp_P66846_SSB_B-MQMLGGRDS GGD------- ---------- ---SGGGY-G GGYDDAPRQQ
tr_F4LFE5_F4LFE-MQMLGGRDS GGD------- ---------- ---SGGGY-G GGYDDAPRQQ
sp_P59928_SSB_B-MQMLGGR-- --D------- ---------- ---SGGGY-G GGYDDAPRQQ
tr_s1W7_Q2L1W7_QMQMLGGRDG --G------- ---------- ---EGGGFGG GGYDEAPRQQ
tr_F4GWZ8_F4GWZ-MQMLGGRE- --G------- ---------- ---GDASMGG GT-EYNQAPA
tr_G0AGI2_G0AGI-MQMLGSRQG -AG------- ---------- ---GSAPMDG GDYNSAPPAR
tr_A9IHN6_A9IHN-MQMLGGRDS -GG------- ---------- ---EGGYGGG GGYDEAPRQQ
tr_Q4K563_Q4K56-MQLLGGRPQ -GD------- ---------- ---QQGQG-G MSNSAPRPQQ
tr_Q3K618_Q3K61-MQLLGGRPQ QGD------- ---------- ---QQGGGNN YQQQAPRQQA
tr_Q7NWU0_Q7NWU-LSLQGGRSE MGA------- ---------- ---SSGGGMG GGMDDGYGYS
tr_D5X2Y7_D5X2Y-MQLLGGREG -GG------- ---------- ---GGGGADD EGYSRNRETD
tr_Q21RY1_Q21RY-MQMLGGREG -MG------- ---------- ---GPSDDDE GASGGYSRPA
sp_P44409_SSB_H-MQMLGGRNQ -NA------- ---------- ---GGYGNDM GGAPQSSYQA
tr_E4QWX7_E4QWX-MQMLGGRNQ -NA------- ---------- ---SGYGNDM GGVPQSSYQA
tr_E3GSS4_E3GSS-MQMLGGRNQ -NA------- ---------- ---GGSGNDM GGAPQSSYQA
tr_A5UG51_A5UG5-MQMLGGRNQ -NA------- ---------- ---GGFSNEM GSSPQPSYQA
tr_E1X9I4_E1X9I-MQMLGGRNQ -NA------- ---------- ---GGFSNEM GSSPQPSYQA
tr_A5UAP0_A5UAP-MQMLGGRNQ -NA------- ---------- ---GGYSNDM GSTPQSSYQA
tr_Q4QNT8_Q4QNT-MQMLGGRNQ -NA------- ---------- ---SGSGNDM GGTPQSSYQA
sp_Q8DCJ0_SSB_V-MQMLGGRQQ QGGA-PAM-- ---------- --GGAPQQQQ GGWGQPQQPA
tr_E8VT21_E8VT2-MQMLGGRQQ QGGA-PAM-- ---------- --GGAPQQQQ GGWGQPQQPA
tr_Q7MHB8_Q7MHB-MQMLGGRQQ QGGA-PAM-- ---------- --GGAPQQQQ GGWGQPQQPA
tr_B0BP65_B0BP6-LQMLGGRNQ GGDF-GGN-- ---------- --QGGWGNSA PAPQQSYNQG
tr_B3H1C5_B3H1C-LQMLGGRNQ GGDF-GGN-- ---------- --QGGWGNSA PAPQQSYNQG
tr_A3N0E5_A3N0E-LQMLGGRNQ GGDF-GGN-- ---------- --QGGWGNSA PAPQQSYNQG
tr_E3HRP1_E3HRP-MQMLGGRED GGGG-GAS-- ---------- --FGGGGGYD DAPSRPAQQR
tr_B8F401_B8F40-LQMLDSRSG DQGG-GWN-- ---------- --QTQTNYNQ DGYTDSYAQN
sp_Q87LA3_SSB_V-MQMLGGRAQ GGAP------ ---------- --AMGGQQQQ QGGWGQPQQP
tr_B2TX90_B2TX9-MQMLGGRQG ---------- ---------- --GGAPAGGN IGGGQPQQPQ
tr_D3VBV3_D3VBV-MQMLGGRGG ---------- ---------- --AGQEAPAQ AGWGQPQQPQ
tr_C6WZ85_C6WZ8-MQMLGGRDG GG-------- ---------- ---SNASYDG GMDQGSDYGD
sp_Q8Y2B4_SSB_R-MQMLGSRQG MGG-EGGGGG GGYSRGESSG GGGYGGG-RA QG-----GGG
tr_B2UEU3_B2UEU-MQMLGGRGG EGGGSSGGGG GGYSRGGEGG GGGYGGG-RS QGQSQGQGGG
tr_C6BBX7_C6BBX-MQMLGGRGG EGGGSSGGGG GGYSRGGEGG GGGYGGS-RS QGQSQGQGGG
tr_A9AF13_A9AF1-MQMLGGRGG SGGG-GGG-D EG-GYGGGYG GGGGGGR-GE QMER--GGGG
tr_Q0BBT0_Q0BBT-MQMLGGRGG AGGG-GGGSD EG-GYGGGYG GGGGGGRGGE QMERGGGGGG
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tr_B1JYM4_B1JYM-MQMLGGRGG SGGG-GGGGD EG-GYGGGY- -GGGGGR-GE QAER-GGGGG
tr_A0KAK0_A0KAK-MQMLGGRGG SGGG-GGGGD EG-GYGGGY- GGGGGGR-GE QAER-GGGGG
tr_Q1BTJ1_Q1BTJ-MQMLGGRGG SGGG-GGGGD EG-GYGGGY- GGGGGGR-GE QAER-GGGGG
tr_A4JHX0_A4JHX-MQMLGGRGG AGGG-GGGGD EG-GYGGGY- GGGGGSRGGE QAER-GSRAG
tr_B1YN27_B1YN2-MQMLGGRGG AGGG-GGGSD EG-GYGGGYG GGGGGGRGGE QMER-GGGGG
tr_B4EAT8_B4EAT-MQMLGGRGG SGGG-GGGGD EG-GYGGGYG GGGGGGR-GE QAER-GGGGR
tr_A3NRC2_A3NRC-MQMLGGRGG SGGG-GGGGD DG-GYGGG-- GGGYGG--GR DMER-GGGGG
tr_Q63XJ3_Q63XJ-MQMLGGRGG SGGG-GGGGD DG-GYGGG-- GGGYGG--GR DMER-GGGGG
tr_Q3JW59_Q3JW5-MQMLGGRGG SGGG-GGGGD DG-GYGGG-- GGGYGG--GR DMER-GGGGG
tr_Q2T192_Q2T19-MQMLGGRGG S-GG-GGGGD DG-GY-GG-- GGGYGG--GR DMERGGGGGG
tr_A3N5M7_A3N5M-MQMLGGRGG SGGG-GGGGD DG-GYGG--- ----GG--GR DMER-GGGGG
tr_Q39CW5_Q39CW-MQMLGGRG- AGGG-GGGGD EG-GYGGGYG GGGGGGR-GE QMER-GGGGG
tr_C5ADI0_C5ADI-MQMLGGRGG SGGG-GGGGD DGYGGGGYGG GGGRGGD-ME RGGG-GGRAS
tr_E5ALT6_E5ALT-MQLLGGRGG SGGG-GSGGG GGDDFGG--- -GASGGY--S RGEG-GGAGG
tr_Q145U6_Q145U-MQMLGGRGG SMGG-G-GDE GGYSRGEPSE RSGGGG--RA A------SGG
tr_B2SXJ1_B2SXJ-MQMLGGRGG SMGG-G-GDE GGYSRGEPSE RSGGGG--GG GRAV---SGG
tr_D5WBB4_D5WBB-MQMLGGRGG ASMG-G-GDE GGYSRGEPSE RSGGGG--GR GMS----SGG
tr_E1T6K9_E1T6K-MQMLGGRGG SM-G-G-GDE GGYSRGEPSE RSGGGG--GR AM-----SGG
tr_Q476D2_Q476DQMQMLGGRQG AGG----GGD EG-GYGG--- GGGGGGYNRE SSGGGYGGGR
tr_A4JTB6_A4JTB-MQMLGGR-G EGGGHTDQDS GGDNRGGY-- QGGRGG--GN AGQ------G
tr_A5V945_A5V94-MVLLDRAEG GGGG-NFGGG GGGAMGGGSG GGGGWGDDDG YGSGAGFGGG
tr_A9HM62_A9HM6-LVLLDSNRG GESG-DDAGG G----GYG-- GGYSAP-SAP RQIGGGRGGS
tr_C7JGA1_C7JGA-LVLLDS-RN SSEG-EGEGG G---FGGG-- SGSSYG-GYN SGGGGGYGAP
tr_Q5FSI3_Q5FSI-LVLIDSNRG G-GG-DDGGF D---NGGGYG GGGGFG-SGS RGGSGGFGGG
tr_Q5LSX7_Q5LSX-LVMLDGR-G EGGGGGGFGG -GQ------- -GGGDSYGGG YDS--GPAGD
tr_F2IZR2_F2IZR-LTMLDGR-G EGGGQGAISD YGS------- -SGNDGYGGG --S--GGSGG
tr_D0LVJ8_D0LVJ-VQFLGGRDG GGGGRGGRDD -GPPPADPDF YDGND-YGGG -GS--GGGGG
tr_D3NUP5_D3NUP-IDFTGGARE EGGG-GSYGG GG-------- -GGYESRGGG -----GGSGG
tr_B2JCR5_B2JCR-MQMLGGRSG GGGG---GDD GGYSRG---- ---------E PMERGGGRMS
tr_Q1GNS9_Q1GNS-LTMLDGA-- -PGG---GAR GG---GGDSW NQGGGSS-GG WDQ-----GG
tr_B9JWR9_B9JWR-LTMLGGRGD GAGG---GAA -R---GGSDF GGGGGGY-DD YGS-----AP
tr_B9JF98_B9JF9-LTMLDGRGE GGGG---GNR GG---GGGDF GGGDYGG-DD YGQ-----PA
tr_Q1MGN0_Q1MGN-LTMLDGR-- GEGG---GAS GG---RGSAG GGNDYG--DD YGA-----PA
tr_C6AXR8_C6AXR-LTMLDGR-- GEGG---GAS GG---RGSGA GGNDYG--DD YGA-----PA
tr_A6TIR6_A6TIR-MQMLGGR-- ---------- ---------- ------RESQ PQSDPQTPPP
tr_Q21M21_Q21M2-MQMLDSRGG SDDS------ ---------- -----MGGGY QNAPSRPAPA
tr_A6TID9_A6TID-LQMLGGRRE S-GV------ ---------- -----PESA- -AQPQNPATP
tr_F4HFM6_F4HFM-LQMLDSRSD RMGV------ ---------- -----DMSAP IAQPQNQFAQ
tr_A5EWP4_A5EWP-MQMLDSRNS S-SE------ ---------- -----PYD-- -YQAQKPQTE
tr_G4T2U7_G4T2U-MHMLGSRSG GT-------- ---------- --------AN YSDNQGAYSS
tr_Q1GYJ8_Q1GYJ-MQMLGGRDS GGGG------ ---------- ---GASYDGG DDFNQDYSQP
tr_E4QMN8_E4QMN-MQMLGARSG GGNA------ ---------- ---YEVMDED QSASYQPRQS
tr_C6XAV2_C6XAV-MQMLGARSG GGNA------ ---------- ---YEVMDED QSASYQPRQS
tr_Q3A6V5_Q3A6V-MQMLGRPGD DNSG------ ---------- -------GGG GYQRREPHPE
tr_D6CKD3_D6CKD-MQLLGGRDG GGGG------ ---------- -------GAD DEGYSRNREA
tr_D3V012_D3V01-MQMLSNRQG ---------- ---------- -------SQQ GQQPQQQYSG
sp_Q9CJP4_SSB_P-LQMLDSRNE RQQTG----- ---------- -----GYAPQ ----TAAPQY
tr_E6X251_E6X25-LQMLDRPGE NSGTGYGG-- ---------- --SEGGYGAP ----KANSGY
tr_D5V760_D5V76-MKMLDSKSD SQNGANTG-- ---------- --YEGEYSQP QTQQPASNQY
tr_C9R230_C9R23-LQMLDSRAD ---------- ---------- --------RQ SGGNYTPTSQ
tr_C6ALA3_C6ALA-LQMLDSRSD ---------- ---------- --------RQ SGGYAPA-AQ
tr_A6VQI4_A6VQI-MQMLDSRNS ---------- ---------- --------QG GDFAPQNTAP
tr_Q65V18_Q65V1-LQMLGGRGQ ---------- ---------- --------TA DAGFAAPQPN
sp_Q83EP4_SSB_C-MHMLDNRGG GNSG------ ---------- ---NYGNH-- -SEGGASN-K
tr_B6J5G1_B6J5G-MHMLDNRGG GNSG------ ---------- ---NYGNH-- -SEGGASN-K
tr_A9KD00_A9KD0-MHMLDNRGG GNSG------ ---------- ---NYGNH-- -SEGGASN-K
tr_A9NB03_A9NB0-MHMLDNRGG GNSG------ ---------- ---NYGNH-- -SEGGAPN-K
tr_B6J234_B6J23-MHMLDNRGA GNSG------ ---------- ---NYGNH-- -SEGGASN-K
tr_Q0I5U0_Q0I5U-LQMLDSRNV ANSV------ ---------- ---------- --EGQASY-Q
tr_B1XS47_B1XS4-MQMLGGKPV GGSA------ ---------- ---------- --DGGESY-A
tr_A4T051_A4T05-MQMLGGKPV GGSG------ ---------- ---------- --DGGESY-A
tr_D5C3D3_D5C3D-MQMLD-RAT GGSA------ ---------- ---PYNND-- MNQGSAPG--
tr_Q3J6T1_Q3J6T-MQMLD-RAT GGSA------ ---------- ---PYNEDNS MPRGGTAGHP
tr_G2J0V5_G2J0V----LSLQGG KRDA------ ---------- ---AMDDD-- -SGYGAPAPR
tr_C7RIZ8_C7RIZ-MKMLGSREG MGSP------ ---------- ---ASSES-- --EYGGSMPS
tr_A1WZ36_A1WZ3-MQMLDSRGG GGGA------ ---------- ---A------ -PMGGGGDQR
tr_B8GV27_B8GV2-MQMLGGR-G GSGG------ ---------- ---T------ ---GGFDDA-
tr_B7J938_B7J93-LQLVGARGG GGGG------ ---------- ---A------ ---ASFDEED
tr_B5EPC0_B5EPC-LQLVGARGG GGGG------ ---------- ---A------ ---ASFDEED
tr_C5BQ98_C5BQ9-MQMLDARGA GDGQ------ ---------- ---GYG---- --GYDAPAPQ
tr_A6T3D2_A6T3D-MQMLGGRPG AGGG------ ---------- ---SAGM--- --DDDYGSSA
tr_A4G9L8_A4G9L-MQMLGGRPG AGGG------ ---------- ---SSAM--- --DDDYGSSA
tr_Q47IU1_Q47IU-MKMLGSRQG MGAP------ ---------- ---AGGG--- --GGGGSGYD
tr_Q122U3_Q122U-MQMLGSRQG MGGP------ ---------- ---GGDD--- --GGGYEAPA
tr_Q3SLL6_Q3SLL-MQMLGSRSG GGGV------ ---------- ---ADM---- --DDGFNQAP
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tr_E1W268_E1W26-LQMLGGRNQ DMGG------ ---------- ---------- --FAPAQSAP
sp_Q2YPX7_SSB_B-LQMLDSRSE GGEGR--SF- ---------- --GGGGNRNQ MSDY-SGGGG
sp_P0C118_SSB_B-LQMLDSRSE GGEGR--SF- ---------- --GGGGNRNQ MSDY-SGGGG
sp_Q8G0J1_SSB_B-LQMLDSRSE GGEGR--SF- ---------- --GGGGNRNQ MSDY-SGGGG
tr_B0CGQ4_B0CGQ-LQMLDSRSE GGEGR--SF- ---------- --GGGGNRNQ MSDY-SGGGG
tr_C0RJ75_C0RJ7-LQMLDSRSE GGEGR--SF- ---------- --GGGGNRNQ MSDY-SGGGG
tr_F2GV71_F2GV7-LQMLDSRSE GGEGR--SF- ---------- --GGGGNRNQ MSDY-SGGGG
tr_A9M5B6_A9M5B-LQMLDSRSE GGEGR--SF- ---------- --GGGGNRNQ MSDY-SGGGG
tr_B2S5V5_B2S5V-LQMLDSRSE GGEGR--SF- ---------- --GGGGNRNQ MSDY-SGGGG
tr_F2HRZ7_F2HRZ-LQMLDSRSE GGEGR--SF- ---------- --GGGGNRNQ MSDY-SGGGG
sp_Q8YHC2_SSB_B-LQMLDSRSE GSEGR--SF- ---------- --GGGGNRNQ MSDY-SGGGG
tr_C7LC55_C7LC5-LQMLDSHSE GGEGR--SF- ---------- --GGGGNRNQ MSDY-SGGGG
tr_A5VQM8_A5VQM-LQMLDSRSE GGEGR--SF- ---------- --GGGGNRNQ MSDY-SGAGG
tr_A6X111_A6X11-LQMLDSRGE GGGEGRSFG- ---------- --GGGGNRNQ MSDY-SGGGG
tr_Q0BST4_Q0BST-ITMLDSRS- GGEGA--GE- ---------- --GGGYRSAP AQRAPSGGGS
sp_Q98M41_SSB_R-LQMLDGRQ- GEGG------ ---------- --QVGGYSGG GSSR----GS
tr_Q213Y3_Q213Y-LTMLDGR-- --SG------ ---------- --GGGGF-GG DDAP----GG
tr_Q136K6_Q136K-LTMLDGRA- GGSG------ ---------- --GGGGY-GA DDSS----GG
tr_B3Q6E9_B3Q6E-LTMLDGRS- GG-G------ ---------- --GGGGY-G- DDNS----GG
tr_Q6N604_Q6N60-LTMLDGRS- GG-G------ ---------- --GGGGY-G- DDNS----GG
tr_E6VIF8_E6VIF-LTMLDGRS- GG-G------ ---------- --GGGGY-G- DDNS----GG
tr_Q3SSB4_Q3SSB-LTMLDGRN- S--G------ ---------- --GGGNF-GP DDA-----GS
tr_A5G056_A5G05-LVLLDRAGA GA-------- ---------- --GGDDM-PR PASRPS-GGG
tr_F0J0U4_F0J0U-LVLLDRAGA GA-------- ---------- --GGDDM-PR PASRPSGGGG
tr_B8FAA1_B8FAA-MVMLGGRGE GQ-------- ---------- --GPSNYQPR PAQRPAPQNN
tr_Q08U58_Q08U5-VTFLG---G RDAGE----- ---------- --GSGMGSRR GGG--ASSRG
tr_F8CI24_F8CI2-VTFLGGG-G RDAGDGM--- ---------- --GGGGGGRR -QF--SQQRG
tr_Q1DDE2_Q1DDE-VTFLGGG-G RDAGDGMGG- ---------- --GGGGGGRR -QF--SQQRG
tr_B8J8I8_B8J8I-VRFLGG--G GGAGRGA--- ---------- ---GGPGRQH GPD--DAPPG
tr_Q2IG69_Q2IG6-VRFLGGGAG GGAGRGA--- ---------- ---GGPGRQH GPD--DAPPG
tr_B4UEV9_B4UEV-VRFLGG--G GGAGRGA--- ---------- ---GGPGRQH GPD--DGPPG
tr_A7HHA9_A7HHA-VRFLGG--G AGRGGGM--- ---------- ---GGAGGGR GGH--GGP--
tr_E1QIQ1_E1QIQ-VQFLGG--G QQGGQG---- ---------- ---GGYGGQQ GGQ--GGGYG
tr_E4QY98_E4QY9-MQMLG---- ---------- ---------- ---------- ----TRPQSA
tr_Q4QPF1_Q4QPF-MQMLG---- ---------- ---------- ---------- ----TRPQSA
tr_E1X8W4_E1X8W-MQMLG---- ---------- ---------- ---------- ----TRPQSA
tr_E1W4M4_E1W4M-MQMLG---- ---------- ---------- ---------- ----TRPQST
Consistency 0889977845 5543022100 0000000000 0013332232 3332232444

. . . . . . . . . 60 . . . . . . . . . 70 . . . . . . . . . 80 . . . . . . . . . 90 . . . . . . . .
sp_P0AGE0_SSB_EQGGNQFSGGA QS-----RPQ QSAPAAPS-- -NEPPM-DF- --DDDIPF
sp_P0AGE3_SSB_SQGGNQFSGGA QS-----RPQ QSAPAAPS-- -NEPPM-DF- --DDDIPF
tr_Q0SXS6_Q0SXSQGGNQFSGGA QS-----RPQ QSAPAAPS-- -NEPPM-DF- --DDDIPF
tr_Q3YUS5_Q3YUSQGGNQFSGGA QS-----RPQ QSAPAAPS-- -NEPPM-DF- --DDDIPF
tr_B7LL42_B7LL4QGGNQFSGGA QS-----RPQ QSAPAAPS-- -NEPPM-DF- --DDDIPF
tr_Q31TT7_Q31TTQGGNQFSGGA QS-----RPQ QSAPAAPS-- -NEPPM-DF- --DDDIPF
tr_Q327X2_Q327XQGGNQFSGGA QS-----RPQ QSAPAAPS-- -NEPPM-DF- --DDDIPF
tr_E3G2C8_E3G2CQGGNQFSGGA QS-----RPQ QQSAPAPS-- -NEPPM-DF- --DDDIPF
tr_A8AN55_A8AN5QGGNQFSGGA QS-----RPQ QQSAPAPS-- -NEPPM-DF- --DDDIPF
tr_Q7MZE3_Q7MZEQQSQQFSGGG AP-----SRP AQSSAPQS-- -NEPPM-DF- --DDDIPF
sp_Q8ZJ06_SSB_YQGGNQFSGGQ A-S----RPA QPAPAAPQGG -NEPPM-DF- --DDDIPF
tr_Q1CEA8_Q1CEAQGGNQFSGGQ A-S----RPA QPAPAAPQGG -NEPPM-DF- --DDDIPF
tr_A9QYS7_A9QYSQGGNQFSGGQ A-S----RPA QPAPAAPQGG -NEPPM-DF- --DDDIPF
tr_Q1C0V1_Q1C0VQGGNQFSGGQ A-S----RPA QPAPAAPQGG -NEPPM-DF- --DDDIPF
tr_B1JND3_B1JNDQGGNQFSGGQ A-S----RPA QPAPAAPQGG -NEPPM-DF- --DDDIPF
tr_A4TRT5_A4TRTQGGNQFSGGQ A-S----RPA QPAPAAPQGG -NEPPM-DF- --DDDIPF
tr_D0JMW3_D0JMWQGGNQFSGGQ A-S----RPA QPAPAAPQGG -NEPPM-DF- --DDDIPF
tr_B2K1V7_B2K1VQGGNQFSGGQ A-S----RPA QPAPAAPQGG -NEPPM-DF- --DDDIPF
tr_Q66FF8_Q66FFQGGNQFSGGQ A-S----RPA QPAPAAPQGG -NEPPM-DF- --DDDIPF
tr_D0JDS4_D0JDSQGGNQFSGGQ A-S----RPA QPAPAAPQGG -NEPPM-DF- --DDDIPF
tr_E8NXJ4_E8NXJQGGNQFSGGQ A-S----RPA QPAPAAPQGG -NEPPM-DF- --DDDIPF
tr_D5AZE3_D5AZEQGGNQFSGGQ A-S----RPA QPAPAAPQGG -NEPPM-DF- --DDDIPF
tr_A7FN86_A7FN8QGGNQFSGGQ A-S----RPA QPAPAAPQGG -NEPPM-DF- --DDDIPF
tr_A9ARS0_A9ARSANTRAQTQHS A-P----RPA QTQSYGGGGG F---D--EM- --DDDIPF
tr_Q5QWB9_Q5QWBAPQPAQQQNQ Q-S----Q-Q KPAEPAPFSP D---N--DF- --DDDIPF
tr_F6D9I3_F6D9IAQPPVQ-GGG A-P----RSA AKQPAAQQRP AYQPN--DF- -DDDDVPF
tr_D0KVW4_D0KVWAAAPARPSSG N-R----DSY GAPPPPPRSP AKSEP--NF- -VDDDIPF
tr_C4L8J0_C4L8JGYAPQQAAPQ G-S----YTP APAPAQQQPT YNEPPM-DF- --DDDIPF
tr_A4SSS4_A4SSSQQNMQQPQGG Y-G----RPA QQPQSAPPVY -NEPPM-DF- --DDDIPF
tr_A0KQ40_A0KQ4PQQNMQQQGG Y-A----RPA QQPQSAPPVY -NEPPM-DF- --DDDIPF
tr_F4D7J5_F4D7JPQQNMQPQGG Y-G----RPA QQPQSAPPVY -NEPPM-DF- --DDDIPF
tr_E6WHP7_E6WHPQGGNQFSGGA Q-Q----RPQ QQSAPAN--- -NEPPM-DF- --DDDIPF
tr_C6CKS0_C6CKSQQANQFSGGG Q-S----RPQ QSAPMPS--- -NEPPM-DF- --DDDIPF
tr_D2BVZ8_D2BVZQQANQFSGGG Q-S----RPQ QSAPMPG--- -NEPPM-DF- --DDDIPF
tr_E0SFA5_E0SFAQQANQFSGGG Q-S----RPQ QSAPMPS--- -NEPPM-DF- --DDDIPF
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tr_F0KT99_F0KT9QGGNQFSGGQ T-S----RPA QSAPAAQPQG GNEPPM-DF- --DDDIPF
tr_E7AYX9_E7AYXQGGNQFSGGQ T-S----RPA QSAPAAQPQG GNEPPM-DF- --DDDIPF
tr_Q6LM83_Q6LM8SVAPQQQQQA P-Q----QPQ QAPQQPQQQY -NEPPM-DF- --DDDIPF
tr_D8MLY1_D8MLYSGGNQFSGGQ Q-A----RPQ AQPQQNSAPA NNEPPM-DF- --DDDIPF
tr_E8XXD9_E8XXDQGGNQFSGGQ Q-S----RPA AQNNAPAQN- -NEPPM-DF- --DDDIPF
tr_D0KLR8_D0KLRQGGNQFSGGA Q-A----QQR PAQNSAPAQS -NEPPM-DF- --DDDIPF
tr_D4GHC5_D4GHCANNNQFSGGA Q-S----RPQ QQPSAPASNN -NEPPM-DF- --DDDIPF
tr_F2ERB9_F2ERBANNNQFSGGA Q-S----RPQ QQPSAPASNN -NEPPM-DF- --DDDIPF
tr_C9Y1E0_C9Y1EGGGAQFSGGA Q-S----RPQ QQAPAPS--- -NEPPM-DF- --DDDIPF
tr_G0B8L9_G0B8LQGGNQFSGGQ Q-A----RPA QNNAPAASS- -NEPPM-DF- --DDDIPF
tr_A1JRR5_A1JRRQGGNQFSGGQ QAS----RPA QSAPAAQPQG GNEPPM-DF- --DDDIPF
tr_E3DHH3_E3DHHQGGNQFSGGA QQS----RPQ QQPQQNSAPA NNEPPI-DF- --DDDIPF
tr_Q6D0V9_Q6D0VQGGNQFSGGA QAQQRPAQNA SSSQNNAPAQ SNEPPM-DF- --DDDIPF
tr_B7VI95_B7VI9QQQQQYSAPA QQQP---KAP QQAPQQAQPQ YNEPPM-DF- --DDDIPF
tr_B2VKC4_B2VKCQGGNQFSGGA QQQ---ARPQ QQPQQNNAPA NNEPPI-DF- --DDDIPF
tr_D0FWM9_D0FWMQGGNQFSGGA QQSR--PQQQ QQPQQNSAPA NNEPPI-DF- --DDDIPF
tr_D2T8I8_D2T8IQGGNQFSGGA QQSR--PQQQ QQPQQNSAPA NNEPPI-DF- --DDDIPF
tr_B6EM65_B6EM6QNNFAPQQQQ QQ-----APQ QQAPQAAQPQ YNEPPM-DF- --DDDIPF
tr_C6CA59_C6CA5QPAASFSGGA QA-----PRP QSAPMPG--- -NEPPM-DF- --DDDIPF
tr_E1SAY5_E1SAYGNNNQFSGGA Q------SRP QQPQSAPASN NNEPPM-DF- --DDDIPF
tr_G0DZA5_G0DZAQGGNQFSGGA Q------SRP QQQAPAAP-- SNEPPM-DF- --DDDIPF
tr_A6TGW7_A6TGWQGGNQFSGGA Q------SRP QQQAPAAP-- SNEPPM-DF- --DDDIPF
tr_D5CCK4_D5CCKQGGNQFSGGA Q------SRP QQQSAPAP-- SNEPPM-DF- --DDDIPF
tr_G2S0J9_G2S0JQGGNQFSGGA Q------SRP QQQSAPAP-- SNEPPM-DF- --DDDIPF
tr_D3RG46_D3RG4QGGNQFSGGA Q------SRP QQQAPAAP-S SNEPPM-DF- --DDDIPF
tr_B5XXX3_B5XXXQGGNQFSGGA Q------SRP QQQAPAAP-S SNEPPM-DF- --DDDIPF
tr_C6DE92_C6DE9QGGNQFSGGA Q------AQQ RPAQNSAPAQ SNEPPM-DF- --DDDIPF
tr_B2AGW6_B2AGWGGGYGGGRGA QGG---GGQQ GGAARRPQQP ASNGFE-DM- --DDDIPF
tr_D0ZFE3_D0ZFEFSGGQSAPRQ QSQ---QGGY SAPAQPAAPQ SSEPPM-DF- --DDDIPF
tr_E0T9B7_E0T9BFSGGQSAPRQ QSQ---QGGY SAPAQPAAPQ SSEPPM-DF- --DDDIPF
tr_C5BF00_C5BF0SGGQAAPRQQ SQQ----GGY SAPAQPAAPQ SSEPPM-DF- --DDDIPF
tr_Q5E7Z8_Q5E7ZAQQNNFAPQQ QQ-----APQ QQAPQAAQPQ YNEPPM-DF- --DDDIPF
tr_B5FGN0_B5FGNAQQNNFAPQQ QQ-----APQ QQAPQAAQPQ YNEPPM-DF- --DDDIPF
tr_B4EYJ2_B4EYJQASQQFSGGA PS-----RPA QQPAAAPAP- SNEPPM-DF- --DDDIPF
tr_D3V5U1_D3V5UQASQQFSGGG QQ-----PSP SRPAQSPAPQ SNEPPM-DF- --DDDIPF
tr_Q2NR22_Q2NR2GNNAQFSGGN AP-----ASR RAQNSAPAP- SNEPPM-DF- --DDDIPF
tr_F0LWT6_F0LWTGQPQQPAMQQ HK-----PMQ QQAPQQSQPQ YNEPPM-DF- --DDDIPF
tr_A7MPL6_A7MPLGGGAQFSGGA Q------SRP QQQAPAPS-- -NEPPM-DF- --DDDIPF
sp_P0A2F7_SSB_SQGGNQFSGGA QS-----RPQ Q-SAPAPS-- -NEPPM-DF- --DDDIPF
tr_F8VMK2_F8VMKQGGNQFSGGA QS-----RPQ Q-STPAPS-- -NEPPM-DF- --DDDIPF
sp_P0A2F6_SSB_SQGGNQFSGGA QS-----RPQ Q-SAPAPS-- -NEPPM-DF- --DDDIPF
tr_B5BJX8_B5BJXQGGNQFSGGA QS-----RPQ Q-SAPAPS-- -NEPPM-DF- --DDDIPF
tr_B4TDN8_B4TDNQGGNQFSGGA QS-----RPQ Q-SAPAPS-- -NEPPM-DF- --DDDIPF
tr_B4TRI3_B4TRIQGGNQFSGGA QS-----RPQ Q-SAPAPS-- -NEPPM-DF- --DDDIPF
tr_B5F2C9_B5F2CQGGNQFSGGA QS-----RPQ Q-SAPAPS-- -NEPPM-DF- --DDDIPF
tr_C0Q532_C0Q53QGGNQFSGGA QS-----RPQ Q-SAPAPS-- -NEPPM-DF- --DDDIPF
tr_E8X9Q5_E8X9QQGGNQFSGGA QS-----RPQ Q-SAPAPS-- -NEPPM-DF- --DDDIPF
tr_E1WEU6_E1WEUQGGNQFSGGA QS-----RPQ Q-SAPAPS-- -NEPPM-DF- --DDDIPF
tr_C9XCZ9_C9XCZQGGNQFSGGA QS-----RPQ Q-SAPAPS-- -NEPPM-DF- --DDDIPF
tr_B5R7V4_B5R7VQGGNQFSGGA QS-----RPQ Q-SAPAPS-- -NEPPM-DF- --DDDIPF
tr_D0ZRX0_D0ZRXQGGNQFSGGA QS-----RPQ Q-SAPAPS-- -NEPPM-DF- --DDDIPF
tr_B5QZ80_B5QZ8QGGNQFSGGA QS-----RPQ Q-SAPAPS-- -NEPPM-DF- --DDDIPF
tr_B4T1V0_B4T1VQGGNQFSGGA QS-----RPQ Q-SAPAPS-- -NEPPM-DF- --DDDIPF
tr_Q57GX2_Q57GXQGGNQFSGGA QS-----RPQ Q-SAPAPS-- -NEPPM-DF- --DDDIPF
tr_B5FQS9_B5FQSQGGNQFSGGA QS-----RPQ Q-SAPAPS-- -NEPPM-DF- --DDDIPF
tr_F5ZYC5_F5ZYCQGGNQFSGGA QS-----RPQ Q-SAPAPS-- -NEPPM-DF- --DDDIPF
tr_A9MGM8_A9MGMQSGNQFSGGA QS-----RPQ Q-SAPAPS-- -NEPPM-DF- --DDDIPF
tr_A9N1N6_A9N1NQGGNQFSGGA QP-----RPQ Q-SAPAPS-- -NEPPM-DF- --DDDIPF
tr_A4W5H1_A4W5HGGGNQFSGGA QS-----RPQ QQSAPAPS-- -NEPPM-DF- --DDDIPF
tr_D2TRS6_D2TRSQGGNQFSGGA QS-----RPQ QSAPAAPS-- -NEPPM-DF- --DDDIPF
sp_Q9KUW2_SSB_VQQPAKQHQPM QQ-----SAP QQYSQPQY-- -NEPPM-DF- --DDDIPF
tr_A5F8S9_A5F8SQQPAKQHQPM QQ-----SAP QQYSQPQY-- -NEPPM-DF- --DDDIPF
tr_C3LRC8_C3LRCQQPAKQHQPM QQ-----SAP QQYSQPQY-- -NEPPM-DF- --DDDIPF
tr_C3NS43_C3NS4QQPAKQHQPM QQ-----SAP QQYSQPQY-- -NEPPM-DF- --DDDIPF
tr_C7BNE0_C7BNEQQSQQFSGGG AP-----SRP AQSFAPQS-- -NEPPM-DF- --DDDIPF
tr_D7DNA2_D7DNAPSSANQSSAK QA-----PAQ STAKAATS-- -GSGFD-DF- --EDDIPF
tr_E8TXV4_E8TXVAPAPRPAPPA ARP----APA PAPAAQPPRA -ASGFD-DM- --DDDIPF
sp_P66847_SSB_BRAPAQRPAAA P------QRP A---PQAA-- -PAANL-AD- -MDDDIPF
sp_P66846_SSB_BRAPAQRPAAA P------QRP A---PQAA-- -PAANL-AD- -MDDDIPF
tr_F4LFE5_F4LFERAPAQRPAAA P------QRP A---PQAA-- -PAANL-AD- -MDDDIPF
sp_P59928_SSB_BRAPAQRPAAA P------QRP A---PQAA-- -PAANL-AD- -MDDDIPF
tr_s1W7_Q2L1W7_RAPAQRPAPQ Q------QRP A--APMGG-- -GAANL-AD- -MDDDIPF
tr_F4GWZ8_F4GWZQQRSQRPAQP --------RP A--APQAS-- -PAANL-AD- -MDDDIPF
tr_G0AGI2_G0AGIQQNTSAPAAP --------AR Q--APASR-- -PAPNF-SD- -MDDDIPF
tr_A9IHN6_A9IHNRAAAQRPPAQ R------PAP AAAAPAAG-- -GAANL-AD- -MDDDIPF
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tr_Q4K563_Q4K56SRPAPQPQRE S------R-P APQQAAPQ-- -PAPDF-DS- -FDDDIPF
tr_Q3K618_Q3K61PRPQQSAPQQ R------SAP APQQAAPQ-- -PAPDF-DS- -FDDDIPF
tr_Q7NWU0_Q7NWU-APAP-RQEA P------AAP R--RQEPK-- -PAPRM-DD- -MDDDIPF
tr_D5X2Y7_D5X2YSGRAPSRPAP S------RAP A--PAASK-- -PASDF-SD- -MDDDIPF
tr_Q21RY1_Q21RYPASRPAASAP A------ARP APAPAQAK-- -PSSGF-DD- -MDDDIPF
sp_P44409_SSB_HRQTNNGNSYQ S------SRP APQQAAPQ-- -AEPPM-DG- -FDDDIPF
tr_E4QWX7_E4QWXRQTNNGNSYQ S------SRP APQQAAPQ-- -AEPPM-DG- -FDDDIPF
tr_E3GSS4_E3GSSRQTNNGNSYQ S------SRP APQQSAPQ-- -AEPPM-DG- -FDDDIPF
tr_A5UG51_A5UG5RQTNNGNSYQ S------SRP APQQAAPQ-- -AEPPM-DG- -FDDDIPF
tr_E1X9I4_E1X9IRQTNNGGNYQ S------SRP APQQAAPQ-- -AEPPM-DG- -FDDDIPF
tr_A5UAP0_A5UAPRQTNNGGSYQ S------SRP APQQSAPQ-- -AEPPM-DG- -FDDDIPF
tr_Q4QNT8_Q4QNTRQTNNGNSYQ S------SRP APQQSAPQ-- -AEPPM-DG- -FDDDIPF
sp_Q8DCJ0_SSB_VAQPSYQKQAP A------QQQ PMQSQPQY-- -NEPPM-D-- -FDDDIPF
tr_E8VT21_E8VT2AQPSYQKQAP A------QQQ PMQSQPQY-- -NEPPM-D-- -FDDDIPF
tr_Q7MHB8_Q7MHBAQPSYQKQAP A------QQQ PMQSQPQY-- -NEPPM-D-- -FDDDIPF
tr_B0BP65_B0BP6NSGYGYDQTA S------RSA PQAAKPAQ-- -AEPPM-DN- -FDDDIPF
tr_B3H1C5_B3H1CNSGYGYDQTA S------RSA PQAAKPAQ-- -AEPPM-DN- -FDDDIPF
tr_A3N0E5_A3N0ENSGYGYDQTA S------RSA PQAAKPAQ-- -AEPPM-DN- -FDDDIPF
tr_E3HRP1_E3HRPAPAQR-PAPQ Q------RPA PAAAPASS-- -GANLA-D-- -MDDDIPF
tr_B8F401_B8F40NNFNG-GN-A T------RPQ PAQKPAAQ-- -AEPPM-DN- -FDDDIPF
sp_Q87LA3_SSB_VAQQQYNAPQQ Q------QQA PQQPQQQY-- -NEPPM-D-- -FDDDIPF
tr_B2TX90_B2TX9GGNQFSGGAQ S------RPQ QSAPAAPS-- -NEPPM-D-- -FDDDIPF
tr_D3VBV3_D3VBVASQQFSGGGA P------SRP APSPAPQS-- -NEPPI-D-- -FDDDIPF
tr_C6WZ85_C6WZ8YNQAPPSQSQ A------KPA PAAKPATS-- -GSGFD-D-- -FEDDIPF
sp_Q8Y2B4_SSB_RMSR-GEGGGG Q------GGG ARRQQAPS-N GFE-DM-D-- ---DDIPF
tr_B2UEU3_B2UEUYTRGGEGGGG Q------GGG ARRQPATS-N GFE-DM-D-- ---DDIPF
tr_C6BBX7_C6BBXYSRGGEGGGG Q------GGG ARRQAAPS-N GFE-DM-D-- ---DDIPF
tr_A9AF13_A9AF1GRASGAARGG ------SGGG QSRPSAPAGG GFD-EM-D-- ---DDIPF
tr_Q0BBT0_Q0BBTGRAGGAPRGG A-----AGGG QSRPSAPAGG GFD-EM-D-- ---DDIPF
tr_B1JYM4_B1JYMGRASGAARGG A-----GGGG QSRPSAPAGG GFD-EM-D-- ---DDIPF
tr_A0KAK0_A0KAKGRASGAARGG A-----GGGG QSRPSAPAGG GFD-EM-D-- ---DDIPF
tr_Q1BTJ1_Q1BTJGRASGAARGG A-----GGGG QSRPSAPAGG GFD-EM-D-- ---DDIPF
tr_A4JHX0_A4JHXGASRGGA-GG A------GGG QSRPSAPAGG GFD-EM-D-- ---DDIPF
tr_B1YN27_B1YN2GRAGGAPRGG A-----AGGG QSRPSAPAGG GFD-EM-D-- ---DDIPF
tr_B4EAT8_B4EATAGGGGAARGG A-----GGGG QSRPSAPAGG GFD-EM-D-- ---DDIPF
tr_A3NRC2_A3NRCRASGGGGAGA RS---GGGGG ASRPSAPAGG GFD-EM-D-- ---DDIPF
tr_Q63XJ3_Q63XJRASGGGGAGA RS---GGGGG ASRPSAPAGG GFD-EM-D-- ---DDIPF
tr_Q3JW59_Q3JW5RASGGGGAGA RS--GGGGGG ASRPSAPAGG GFD-EM-D-- ---DDIPF
tr_Q2T192_Q2T19RASGGGGAGA RSGGGGGGGG ASRPSAPAGG GFD-EM-D-- ---DDIPF
tr_A3N5M7_A3N5MRASGGGGAGA RS---GGGGG ASRPSAPAGG GFD-EM-D-- ---DDIPF
tr_Q39CW5_Q39CWGRAGGAARGG A-----GGGA QSRPSAPAGG GFD-EM-D-- ---DDIPF
tr_C5ADI0_C5ADIGGGGGASRGG S-----GGGG SSRPSQPAGG GLD-EM-D-- ---DDIPF
tr_E5ALT6_E5ALTGRASGGARQG A------GGG ASRPSAPAGG GFD-EM-D-- ---DDIPF
tr_Q145U6_Q145UGSRGGS-GGG A------GGG ASRPSAPAGG GFD-EM-D-- ---DDIPF
tr_B2SXJ1_B2SXJGARGGSGGGG --------GG ASRPSAPAGG GFD-EM-D-- ---DDIPF
tr_D5WBB4_D5WBBGSRGGS-GGG --------GG ASRPSAPAGG GFD-EM-D-- ---DDIPF
tr_E1T6K9_E1T6KGSRGGSGGGG G------GGG SSRPSAPAGG GFD-EM-D-- ---DDIPF
tr_Q476D2_Q476DGQGGGGGQGG G-----QQGG ARRQQQAPSN GFE-DM-D-- ---DDIPF
tr_A4JTB6_A4JTBRGQGGYQQNS -------GGG QNRPAPSRNN SES-EM---- ---DDIPF
tr_A5V945_A5V94ASSGGNFGGG TR--GGSSGG AARKSDPF-- DAG-DL-D-- ---DDVPF
tr_A9HM62_A9HM6AGGPGGSGAG ------GGNP GGGWDAPH-- GGS-DL-D-- ---DEIPF
tr_C7JGA1_C7JGASSAPRQQPAQ ----RSGGNN SGGWDASG-- GNG-DL-D-- ---DEIPF
tr_Q5FSI3_Q5FSISRGNTGGASG GN--RSGGS- NGGWDAPP-- -DN-DL-D-- ---DEIPF
tr_Q5LSX7_Q5LSXPYGGGPSGGG S---SSGGGR GR----GP-A SGG-ID-D-- ---DEIPF
tr_F2IZR2_F2IZRGYGGG-SGGG -----YGGGS GG----GY-G GGG-PM-D-- ---DEIPF
tr_D0LVJ8_D0LVJGYGGGGSGGG G---YGGGGP GGGGGGGYGG GGG-GP-D-- ---DDIPF
tr_D3NUP5_D3NUPNYGGGGNYGG G---SSGGNR GG---GGAPP RHE-DL-D-- ---DEIPF
tr_B2JCR5_B2JCRGGGGGRVAGG ------GGGG QSRPSAPAGG GFD-EM-D-- ---DDIPF
tr_Q1GNS9_Q1GNSSGGGGSGGGG A-------PG G------GRP PFDDDL-D-- ---DDVPF
tr_B9JWR9_B9JWRARSGGASSGG R-------GA SAP----SGG -FSRDM-D-- ---DDIPF
tr_B9JF98_B9JF9PSSGGGRSAG A-------SR GAPASSGGGS NFSRDL-D-- ---DDIPF
tr_Q1MGN0_Q1MGNPASSPSRGGG ---------- -------GGG NFSRDL-D-- ---DDIPF
tr_C6AXR8_C6AXRPASSPSRGGG ---------- -------GGG NFSRDL-D-- ---DDIPF
tr_A6TIR6_A6TIRATSGAAKGKG KA-----AGK KSNTAPQQ-P PSQPDP-GHD -FDDEIPF
tr_Q21M21_Q21M2QAPAQQGGGA PA-----YGG GRPQPAPA-P AAPPAP-DMD SFDDDIPF
tr_A6TID9_A6TIDAQPAQAAAKS PKAKG-GKKG RQDAAPSQQP PQPLPN-DFP PMDDDAPF
tr_F4HFM6_F4HFMPSYNQAAAQ- P------NQF AQPAA-AKAP QAAVNP-DTA DFDDDMPF
tr_A5EWP4_A5EWPNVYSAAPSK- PQ-----KPA ARPAPMPSSP DYGPDG-AFD DPDDEIPF
tr_G4T2U7_G4T2UQNSAQNSAPA Q------SRP QSTPSNST-- -PPPYD-DF- --DDDIPF
tr_Q1GYJ8_Q1GYJAPRQQAAPA- -------QRP APAASKPA-- -GGSNFDDF- --EDDIPF
tr_E4QMN8_E4QMNAAPAQARP-- -------APA AATSKPA--- -GGSGFDDF- --DDDIPF
tr_C6XAV2_C6XAVAAPAQARP-- -------APA TATSKPA--- -GGSGFDDF- --DDDIPF
tr_Q3A6V5_Q3A6VRQERPASN-- -------NQP QQNQY----- -EEPPF-NP- --DDDIPF
tr_D6CKD3_D6CKDDSGRAPSRPA P------SRA PAAAASKP-- -ASDFS-DM- --DDDIPF
tr_D3V012_D3V01VPQQSHGWGA P------QQP KGQQLQP--- -EPPPM-DF- --DDDIPF
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sp_Q9CJP4_SSB_PN----APTGS Y------GAQ PSRPATKPAP QNEPPM-DMG FEEDNIPF
tr_E6X251_E6X25G----QPQPN R------SAP ASAPQQPPAQ PSVPEI-DI- -DEDEIPF
tr_D5V760_D5V76NQPQQPAQNS Y------AQG GIKTTTENSS YKIPEI-DI- -DEDEIPF
tr_C9R230_C9R23PSYPNQQQSA P------RSA P--ASKPA-- -AEAPMDNF- --DDDIPF
tr_C6ALA3_C6ALAPSYPSQSQSA P------RSA P--ASKPV-- -AEAPMDNF- --DDDIPF
tr_A6VQI4_A6VQIQQYSRSSAPR Q------QTA P--KPAAQ-- -PEPPMDNF- --DDDIPF
tr_Q65V18_Q65V1QSFSRPQASA A------RQQ PATRPAPA-- -AEPAMDNF- --DDDIPF
sp_Q83EP4_SSB_CQSAPTS--SQ T-------P- --TAG----- -DDSSVADF- --DDDIPF
tr_B6J5G1_B6J5GQSAPTS--SQ T-------P- --TAG----- -DDSSVADF- --DDDIPF
tr_A9KD00_A9KD0QSAPTS--SQ T-------P- --TAG----- -DDSSVADF- --DDDIPF
tr_A9NB03_A9NB0QSAPTS--SQ T-------P- --TAG----- -DDSSVADF- --DDDIPF
tr_B6J234_B6J23QSAPTS--SQ T-------P- --TAG----- -DDSSVADF- --DDDIPF
tr_Q0I5U0_Q0I5UATNQSA--KT M-------T- --QQE----- -LPPD--NF- --DDDIPF
tr_B1XS47_B1XS4RSKPAE--QS A-------L- --VAS----- -NAASLGAM- --DDDIPF
tr_A4T051_A4T05RSKPAE--QS A-------P- --SAS----- -NAASLGAM- --DDDIPF
tr_D5C3D3_D5C3D---PSS--PP S------RP- --SPP----- -PSSSDDDF- --EDDIPF
tr_Q3J6T1_Q3J6TPHSPSS--PQ P------RP- --SAP----- -PSSSNDDF- --EDDIPF
tr_G2J0V5_G2J0VQSAPSA--PP A------APR RMEPK----- -PASKADDF- -MDDDIPF
tr_C7RIZ8_C7RIZSAAPASGAAR S------AP- ---AK----- -KTPSFDDM- --DDDIPF
tr_A1WZ36_A1WZ3PAQAPAGDAG G------GSG G-GGM----- -QEAPA-DF- --DDDIPF
tr_B8GV27_B8GV2PSQSRQG-GG G------GRQ E-APA----- -RSSMSDDF- --DDEIPF
tr_B7J938_B7J93PSRPSGGSSA G------GAR K-NEM----- -PPAPAEDF- --DDDIPF
tr_B5EPC0_B5EPCPSRPSGGSSA G------GAR K-NEM----- -PPAPAEDF- --DDDIPF
tr_C5BQ98_C5BQ9QHQPQAPRQA P------APQ QAPPS----- -APPSMDSF- --DDDIPF
tr_A6T3D2_A6T3DPAPRQSSGGG N------ARP AAKPA----- -AASNFNDM- --DDDIPF
tr_A4G9L8_A4G9LPAPRQSSAGQ S------ARP AAKPA----- -ASN-FNDM- --DDDIPF
tr_Q47IU1_Q47IUEPTDYSP--- ---------A PPKNK----- -PKPSFDDL- --GDDIPF
tr_Q122U3_Q122URPAARAPAAA P------RQA PAPTK----- -AASGFDDM- --DDDIPF
tr_Q3SLL6_Q3SLLQRSQPRGNAP A------GS- --QRP----- -ASSGFDDM- --DDDIPF
tr_E1W268_E1W26QPSYQSRPAQ S------AP- --APQ----- -AEPPMDAF- --DDNIPF
sp_Q2YPX7_SSB_BDF--GSSG-P SSG------- ----SSG--- -G--FSRDL- --DDEIPF
sp_P0C118_SSB_BDF--GSSG-P SSG------- ----SSG--- -G--FSRDL- --DDEIPF
sp_Q8G0J1_SSB_BDF--GSSG-P SSG------- ----SSG--- -G--FSRDL- --DDEIPF
tr_B0CGQ4_B0CGQDF--GSSG-P SSG------- ----SSG--- -G--FSRDL- --DDEIPF
tr_C0RJ75_C0RJ7DF--GSSG-P SSG------- ----SSG--- -G--FSRDL- --DDEIPF
tr_F2GV71_F2GV7DF--GSSG-P SSG------- ----SSG--- -G--FSRDL- --DDEIPF
tr_A9M5B6_A9M5BDF--GSSG-P SSG------- ----SSG--- -G--FSRDL- --DDEIPF
tr_B2S5V5_B2S5VDF--GSSG-P SSG------- ----SSG--- -G--FSRDL- --DDEIPF
tr_F2HRZ7_F2HRZDF--GSSG-P SSG------- ----SSG--- -G--FSRDL- --DDEIPF
sp_Q8YHC2_SSB_BDF--GSSG-P SSG------- ----SSG--- -G--FSRDL- --DDEIPF
tr_C7LC55_C7LC5DF--GSSG-P SSG------- ----SSG--- -G--FSRDL- --DDEIPF
tr_A5VQM8_A5VQMDF--GSSG-P SSG------- ----SSG--- -G--FSRDL- --DDEIPF
tr_A6X111_A6X11DF--GSSG-P SNQ------- ----GGG--- -SGGFSRDL- --DDEIPF
tr_Q0BST4_Q0BSTGFGGGSSR-P ASG------- ----GSGW-- -EPSHGGDL- --DDEIPF
sp_Q98M41_SSB_RDF--GQSG-P NES----FNR GGGAPRGG-- GGGGSSREL- --DDEIPF
tr_Q213Y3_Q213YDF--GSSG-P SSA----P-P RRAPAAASSG GGGGRSSDM- --DDDIPF
tr_Q136K6_Q136KDF--GSSG-P SSS----A-P RRPVPAS--- GGGGRGSDM- --DDDIPF
tr_B3Q6E9_B3Q6EDF--GSSG-P SGG----GGA RRPMPAS--- -SGGGRSDM- --DDDIPF
tr_Q6N604_Q6N60DF--GSSG-P SGG----GGA RRPMPAS--- -SGGGRSDM- --DDDIPF
tr_E6VIF8_E6VIFDF--GSSG-P SGG----GGG RRPMPAS--- -SGGGRSDM- --DDDIPF
tr_Q3SSB4_Q3SSBGF--GSGS-P SGA----A-P RRAAPAS--- ---SHRGDM- --DDDIPF
tr_A5G056_A5G05G------A-P RAG----G-- WDAGRAG--- -----GGEL- --DDEIPF
tr_F0J0U4_F0J0UG------A-P RAG----G-- WDAGRAG--- -----GGEL- --DDEIPF
tr_B8FAA1_B8FAAGY--QNNG-P ADG----G-- YQDDMPG--- PSYDQGGMD- --DDDIPF
tr_Q08U58_Q08U5G-E-PDYGAP PP-------- ---GMDD--- -GMNQGGSG- --DDDIPF
tr_F8CI24_F8CI2G-DNNDYGQP PPD------- ---DMGG--- -GHGGHGGG- --DDDIPF
tr_Q1DDE2_Q1DDEG-DNNDYGQP PPD------- ---DMGG--- -GHGG-GNG- --DDDIPF
tr_B8J8I8_B8J8IGFEEPDSG-P GPG------- ---FGSG--- -GGAG-GGG- --PDDIPF
tr_Q2IG69_Q2IG6GFEEPDSG-P GPG------- ---FGSG--- -GGAG-GGG- --PDDIPF
tr_B4UEV9_B4UEVGFEEPDSG-P GPG------- ---FGGG--- -GGGG-GGG- --PDDIPF
tr_A7HHA9_A7HHA--DEPTP--P G-G------- ---FEDD--- -GGHGHGGG- --PDDIPF
tr_E1QIQ1_E1QIQG----GYGQQ QGG------- ---HPDD--- -GFGGPPPS- --DDDIPF
tr_E4QY98_E4QY9DGANNSQP-- -------MPQ QDASAN---- -------AF- --DDSIPF
tr_Q4QPF1_Q4QPFDGANNSQP-- -------MPQ QDASAN---- -------AF- --DDSIPF
tr_E1X8W4_E1X8WDGANNSQP-- -------MPQ QDASAN---- -------AF- --DDSIPF
tr_E1W4M4_E1W4MDGANNPQP-- -------MPQ QDASAN---- -------AF- --NDSIPF
Consistency 4333434444 4000000333 3233443200 0443450830 006*99**

Results colour-coded for amino acid conservation 7

7


	conservation0.html



