Supplementary Figure 1. Alignment of the C-terminal domains of 251 Proteobacterial SSB proteins. The alignment was done
using PRALINE (Simossis and Heringa, 2005). The numbers above the sequences correspond to the numbering in the alignment using
methionine 110 in the E.coli sequence as position 1. The consistency or conservation score is a value out of 10 and is indicated at the
bottom of each sequence group. In the alignments, 10 appears as * to maintain spacing. In the alignment shown, the sequence of the C-
terminus divided into 2 sections with the E.coli SSB (POAGEOQ) occurring on the first line of each (pages 1 and midway down on page 4).

Unconserved IIIIIS 6 III. Conserved

sp_POAGEO_SSB_E -
sp_POAGE3_SSB_S -
tr Q0SXS6_QO0SXS -
tr_Q3YUS5_Q3YUS -
tr B7LL42_B7LL4 -
tr Q31TT7_Q31TT-
tr Q327X2_Q327X-
tr E3G2C8_E3G2C-
tr_A8AN55_AS8ANS -
tr_ Q7MZE3_Q7MZE -
sp_Q82J06_SSB_Y -
tr_ Ql1CEA8_QICEA -
tr_ A9QYS7_ A9QYS -
tr_QlCcOvl_QlcoVv -
tr_B1JND3_B1JND -
tr AATRTS5_AA4TRT -
tr DOJMW3_DOJMW -
tr B2K1lV7_B2K1lV -
tr Q66FF8_Q66FF —
tr DOJDS4_DOJDS -
tr_E8NXJ4_E8NXJ -
tr_D5AZE3_DS5SAZE -
tr_ ATFN86_ATFNS —
tr_A9ARSO_A9ARS -
tr_Q50WB9_Q50WB —
tr F6D9I3_F6DI9I -
tr_ DOKVW4_DOKVW —
tr_C4L8J0_C4L8J -
tr A4SSS4_A4SSS -
tr_ AOKQ40_ AOKQ4 —
tr F4D7J5_F4D7J-
tr E6WHP7_E6WHP -
tr_C6CKSO0_C6CKS -
tr_D2BVZ8_D2BVZ -
tr_EOSFA5_EOSFA -
tr_FOKT99_FOKT9 -
tr_ET7AYX9 E7AYX -
tr Q61LM83_Q6LMS8 -
tr_ D8MLY1l D8MLY -
tr E8XXD9 E8XXD -
tr_ DOKLRS8_DOKLR -
tr D4GHC5_D4GHC -
tr F2ERBY9 F2ERB -
tr C9Y1EO_C9Y1E -
tr GOB8LY9 GOBSL -
tr A1JRR5_A1JRR-
tr_E3DHH3_E3DHH-
tr_ Q6DO0V9_Q6DOV -
tr_B7VI95_B7VI9 -
tr_B2VKC4_B2VKC -
tr_DOFWM9_DOFWM —
tr_D2T8I8 D2TS8I -
tr_ B6EM65_B6EM6 —
tr_ C6CA59_C6CAS -
tr E1SAY5_E1SAY-
tr GODZA5_GODZA -
tr A6TGW7_A6TGW —
tr D5CCK4_D5CCK -
tr_G2S0J9_G2S0J -
tr_D3RG46_D3RG4 -
tr_B5XXX3_ B5XXX -
tr C6DE92_C6DE9 -
tr_B2AGW6_B2AGW—
tr_DOZFE3_DOZFE -
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tr EOT9B7_EOT9B -
tr C5BFO00_C5BFO0 -
tr_Q5E7Z8_Q5E7Z -
tr_BS5FGNO_B5FGN —
tr B4EYJ2_ BA4EYJ -
tr_D3V5Ul_D3V5U-
tr_Q2NR22_Q2NR2 -
tr_ FOLWT6_FOLWT -
tr_ A7MPL6_ATMPL -
sp_POA2F7_SSB_S-
tr F8VMK2_ F8VMK -
sp_POA2F6_SSB_S -
tr B5BJX8_B5BJX -
tr B4TDN8_BA4TDN -
tr B4ATRI3_BA4TRI -
tr_B5F2C9_B5F2C -
tr_C0Q532_C0Q53 -
tr_E8X9Q5_E8X9Q -
tr E1IWEU6_E1WEU -
tr C9XCZ9 C9XCZ -
tr_ B5R7V4_B5R7V -
tr_ DOZRX0_DOZRX -
tr B5QZ80_B5QZ8 -
tr B4T1VO_BA4T1V -
tr Q57GX2_Q57GX -
tr BSFQS9_ B5FQS -
tr F52ZYC5_F5ZYC -
tr A9MGM8_A9MGM -
tr A9NING6_AONIN -
tr A4WS5H1_ A4W5H -
tr D2TRS6_D2TRS -
sp_Q9KUW2_SSB_V -
tr AS5F8S9 AL5F8S -
tr C3LRC8_C3LRC-
tr C3NS43 _C3NS4 -
tr C7BNEO_C7BNE -
tr D7DNA2_D7DNA -
tr E8TXV4_E8TXV -
sp_P66847_SSB_B-
sp_P66846_SSB_B-
tr FALFES_FA4LFE -
sp_P59928_SSB_B -
tr s1lW7_Q2L1W7_|

tr FAGWZ8_FA4GWZ -
tr GOAGI2_GOAGI -
tr A9IHN6_A9IHN-
tr_Q4K563_Q4K56 —
tr_Q3K618_Q3K61 -
tr Q7NWUO_Q7NWU -
tr D5X2Y7 D5X2Y-
tr_Q21RY1l Q21RY -
sp_P44409_SSB_H-
tr E4QWX7_E4QWX -
tr_E3GSS4_E3GSS -
tr_A5UG51_A5UGS -
tr E1X9I4_E1X9I -
tr AS5UAPO_ASUAP -
tr Q4QNT8_Q4OQONT -
sp_Q8DCJ0_SSB_V -
tr E8VT21_ E8VT2 -
tr_ Q7MHB8_Q7MHB -
tr BOBP65_BOBP6 —
tr_B3H1C5_B3HI1C -
tr A3NOE5_ A3NOE -
tr E3HRP1l E3HRP -
tr_B8F401_B8F40 -
sp_Q87LA3_SSB_V -
tr B2TX90_B2TX9 -
tr_D3VBV3_D3VBV -
tr_C6WZ85_C6WZ8 —
sp_Q8Y2B4_SSB R-
tr B2UEU3_B2UEU —
tr C6BBX7_C6BBX -
tr_A9AF13_A9AF1 -
tr QOBBTO_ QOBBT -
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tr_Bl1JYM4_ B1l1JYM-
tr_AOKAKO_AOKAK -
tr_Q1BTJ1_QI1BTJ-
tr_A4JHXO0_A4JHX -
tr_BlYN27_BlYN2 -
tr B4EATS8_BA4EAT -
tr_A3NRC2_A3NRC -
tr_Q63XJ3_Q63XJ-
tr Q3JW59_Q3JW5 -
tr_Q2T192_Q2T19 -
tr_A3N5M7_A3N5M-
tr_Q39CW5_Q39CW -
tr_ C5ADIO_C5ADI -
tr ESALT6_ESALT -
tr_Q145U6_Q145U-
tr_B2SXJl1l_B2SXJ -
tr DS5WBB4_D5WBB —
tr_E1T6K9_EI1T6K -
tr_Q476D2_Q476D

tr_A4JTB6_A4JTB-
tr_A5V945_A5V94 -
tr_A9HM62_A9HMG6 —
tr_C7JGAl1_C7JGA -
tr_Q5FSI3_Q5FSI-
tr Q5LSX7_Q5LSX-
tr F2IZR2_F2IZR-
tr_DOLVJ8_DOLVJ -
tr_D3NUP5_D3NUP -
tr_ B2JCR5_B2JCR-
tr_ Q1GNS9_QI1GNS -
tr_B9JWRY9_B9JWR -
tr_B9JF98_BY9JF9 -
tr_Q1MGNO_QI1MGN -
tr_C6AXR8_C6AXR -
tr A6TIR6_A6TIR-MOMIGGR-- ——————=—=—== ———— e ——————
tr_Q21M21 Q21M2 -
tr_ A6TID9_A6TID-
tr_ F4HFM6_F4HFM-
tr ASEWP4_ASEWP -
tr_ G4T2U7_GA4AT2U -
tr Q1GYJ8_Ql1GYJ -
tr E4QMN8_E4QMN -
tr_ C6XAV2_C6XAV -
tr_Q3A6V5_Q3A6V -
tr_D6CKD3_D6CKD -
tr_D3V012_D3V01l -
sp_Q9CJP4_SSB_P -
tr_E6X251_E6X25-
tr_D5V760_D5V76 -
tr C9R230_C9R23 -
tr C6ALA3_C6ALA-
tr_ A6VQI4_A6VQI -
tr_Q65V18_Q65V1 -
sp_Q83EP4_SSB_C-
tr_B6J5Gl_B6J5G -
tr_ A9KDOO_A9KDO -
tr A9NBO3_AINBO -
tr_B6J234_B6J23 -
tr_QO0I5U0_QO0I5U-
tr B1XS47_B1XS4 -
tr_A4T051_A4TO05 -
tr_D5C3D3_D5C3D -
tr Q3J6T1_Q3J6T -
tr_ G2J0V5_G2J0V----—
tr_C7RIZ8_C7RIZ -
tr_A1WZ36_Al1WZ3 -
tr_B8GV27_B8GV2 -
tr_B7J938_B7J93 -
tr_BSEPCO_BS5EPC —
tr_C5BQ98_C5BQ9 -
tr_ A6T3D2_A6T3D -
tr_A4GO9L8_A4GI9L -
tr_Q47IU1_Q471IU-
tr_Q122U3_Q122U-
tr_Q3SLL6_Q3SLL-
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tr_E1W268_E1W26 —
sp_Q2YPX7_SSB_B-
sp_P0C118_SSB_B-
sp_08G0J1_SSB_B-
tr_BO0CGQ4_BOCGQ -
tr_CORJ75_CORJ7 -
tr_F2GV71_F2GV7 -
tr A9M5B6_AO9MSB -
tr B2S5V5_B2S5V -
tr F2HRZ7_F2HRZ -
sp_Q8YHC2_SSB_B-
tr C7LC55_C7LC5-
tr_ A5VQOM8_A5VQOM -
tr A6X111_A6X11-
tr_QOBST4_QOBST -
sp_Q98M41_SSB_R-
tr_0213Y3_0Q213Y-
tr_Q136K6_Q136K-—
tr_B3Q6E9 B3Q6E —
tr_Q6N604_Q6N60 —
tr E6VIF8_EG6VIF -
tr_Q3SSB4_Q3SSB-
tr_A5G056_A5G05 -
tr_FO0JOU4_F0JOU -
tr_B8FAAl B8FAA -
tr Q08U58_Q08US5 -
tr_F8CI24_F8CI2-
tr_ QlDDE2_QI1DDE -
tr_B8J8I8_B8JS8I -
tr_Q2IG69_Q2IG6 —
tr_ BA4UEVY9_ B4UEV -
tr A7THHAY9 A7HHA -
tr_E1QIQl1 E1QIQ-
tr E4QY98 E4QY9 -
tr_Q4QPF1_QA4QPF -
tr E1X8W4_E1X8W-
tr_E1W4M4_E1W4M-
Consistency

HEAREEAREBEAREBEBEAEBEEERBDO

------------------

sp_ POAGEO_SSB EQGGNQFSGGA O - ----
sp_POAGE3_SSB_SQGGNQOQFSGGA OF-----
tr Q0SXS6_QO0SXSOGGNQFSGGA Of—-—---
tr Q3YUS5 Q3YUSQGGNQFSGGA Ofl- - ---
tr B7LL42_ B7LL4QGGNQFSGGA QO ————-—
tr Q031TT7 Q31TTQGGNQFSGGA Of-----
tr 0327X2 _Q327XOGGNQFSGGA Ofl---——-
tr E3G2C8_E3G2CQGGNQFSGGA O8——----
tr A8AN55 AS8ANSQGGNQOQFSGGA O8-—----
tr Q7MZE3 Q7TMZEQQOSOQQFSGGG AR-----
sp_Q82J06_SSB_Y
tr QI1CEA8_QIlCEA
tr A9QYS7_A9QYS
tr_QlcOvi_Q1CcoVv
tr B1JND3_B1lJND
tr_AA4TRTS5_A4TRT
tr DOJMW3_DOJMW
tr_B2K1V7_B2K1lV
tr Q66FF8_Q66FF
tr DO0JDS4_DO0JDS
tr E8NXJ4_ES8NXJ
tr DSAZE3_D5AZE
tr A7TFN86_ATFN8
tr A9ARSO_A9ARS
tr QS5QWB9 Q50Q0WB
tr F6D9I3 F6DI9I
tr DOKVW4_DOKVW
tr_C4L8J0_C4L8J
tr A4SSS4_A4SSS
tr_AOKQ40_AO0KQ4
tr_F4D7J5_F4D7J
tr_E6WHP7_E6WHP
tr C6CKSO0_C6CKS
tr_D2BVZ8_ D2BVZ
tr EOSFA5_EOSF
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tr FOKT99 FOKT9
tr E7AYX9 E7AYX
tr_Q6LM83_Q6LMS8
tr_D8MLY1l D8SMLY
tr_ E8XXD9_ES8XXD
tr DOKLR8_DOKLR
tr_D4GHC5_D4GHC
tr F2ERB9_ F2ERB
tr_C9Y1EOQO_C9Y1E
tr GOB8L9_GOBSL
tr_AlJRR5_A1JRR
tr_ E3DHH3_E3DHH
tr_Q6D0V9_Q6D0OV
tr B7VIO95 _B7VI9
tr_ B2VKC4_B2VKC
tr_DOFWM9_DOFWM
tr_D2T8I8_D2TS8I
tr B6EM65 B6EM6ONNFAPOQOOO O@-—-—---
tr C6CA59_C6CASQPAASFSGGA O@---—--
tr E1SAY5 E1SAYGNNNQFSGGA Q—-—-—-—-—-—-—
tr GODZA5 GODZAQGGNQFSGGA Q—-—-—--—-—-—
tr A6TGW7_A6TGWQOGGNQFSGGA Q—-—-—-—-—-—
tr D5CCK4_D5CCKOGGNQFSGGA Q—-—-———-—
tr G2S0J9_G2S0JQGGNQFSGGA Q——-—-—-—-—-
tr D3RG46_D3RGAQGGNQFSGGA Q——-——--—-—-
tr B5XXX3 BS5XXXQOGGNQFSGGA Q——-——-—--—-
tr_C6DE92 C6DE9QGGNQFSGGA Q---—-——--
tr_ B2AGW6_B2AGW
tr DOZFE3_DOZFE
tr EOT9B7_EOT9B
tr_C5BF00_C5BFO0
tr QS5E7Z8_QS5E7ZAQONNFAPQOO OB----—-
tr B5FGNO_BS5FGNAQONNFAPOO O@-----
tr B4EYJ2 B4EYJQASQOOFSGGA PS-—----
tr D3V5U1_D3VS5UQASQOFSGGG O@—-—-—--
tr Q2NR22 Q2NR2GNNAQFSGGN AR - - - - -
tr FOLWT6_FOLWTGOPOOPAMOQOO HE--—---
tr A7TMPL6 ATMPLGGGAQFSGGA Q—-—---—-
sp_POA2F7_SSB_SQGGNQFSGGA Of---—--
tr F8VMK2 FSVMKQGGNQFSGGA O - - ---
sp_POA2F6_SSB_SQGGNQFSGGA Of-----
tr B5BJX8 B5BIJXQGGNQFSGGA O8l——----
tr BATDN8 BATDNQGGNQFSGGA O8-—----—
tr BATRI3 _B4ATRIQGGNOQFSGGA OF—----
tr_BS5F2C9_BS5F2CQOGGNQFSGGA OFl—--—-—-
tr_C0Q532_CO0Q53Q0GGNQFSGGA Ol - ——--
tr E8X905 ES8X90Q0GGNQFSGGA of-----
tr EIWEU6_E1WEUQGGNOQFSGGA O8—----
tr C9XCZ9 _C9XCZQGGNQFSGGA O8——----
tr B5R7V4_B5R7VOGGNQFSGGA QO —-—-—-—-—
tr DOZRX0_DOZRXQGGNQFSGGA O8——----
tr B50QZ80 B5Q0Z8QGGNQFSGGA O -----
tr BAT1VO BATIVOGGNQFSGGA Of-----
tr_Q57GX2_Q57GXQGGNQFSGGA Ol - -——--
tr_B5FQS9 BSFOSOGGNQFSGGA O —-—---
tr F5ZYC5_F5ZYCQGGNQFSGGA O8———-—-—-
tr A9MGM8_A9MGMOSGNOQOFSGGA QO —---—-
tr A9NIN6_AONINOGGNQOFSGGA OB —-—-—-—-
tr AAWS5H1 A4AWS5HGGGNOQFSGGA QO —----
tr_D2TRS6_D2TRSQGGNQFSGGA QO —--—-—-—
sp_Q9KUW2_SSB VOQPAKQHQPM O@——--—--—
tr AS5F8S9 ASFS8SQOPAKOQHOPM OB -—----
tr C3LRC8_C3LRCQOPAKOQOHOPM O -—----
tr C3NS43 C3NS4QOPAKQOHOPM O -—----
tr C7BNEO C7BNEQQOSQQFSGGG AR -----
tr D7DNA2 D7TDNAPSSANOSSAK O@—----
tr_E8TXV4_ES8TXV
sp_P66847_SSB BRAPAQRPAAA P——-—-—-——

sp_P66846_SSB BRAPAQRPAAA P——————

tr FALFE5 FALFERAPAQRPAAA P——-—--—-—-—

sp_P59928_SSB BRAPAQRPAAA P——-—--———

tr s1W7_Q2L1W7_RAPAQRPAPQ Q———--—-

tr FAGWZ8_FAGWZQORSQRPAQP —-—-—-—-———-—
tr GOAGI2 GOAGIQONTSAPAAP ——-—-—-———-—
tr A9IHN6 A9TIHNRAAAQRPPAQ R——-—--—-—-—
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tr Q4K563 _Q4K56SRPAPOPORE S—-—-—---
tr Q3K618 Q3K61PRPOOSAPOQ R——-—-—---—
tr_ Q7NWUO_Q7NWU-APAP-RQEA P—-—-——-——
tr D5X2Y7 D5X2YSGRAPSRPAP S——-—--—-—-
tr Q21RY1l Q21RYPASRPAASAP A------—
sp_P44409_SSB_HROTNNGNSYQO S———-———-—
tr E4QWX7 E4Q0WXROTNNGNSYQ S------
tr E3GSS4_E3GSSROTNNGNSYQ S—-----
tr AS5UG51_AS5UGS5ROTNNGNSYQO S—-----
tr E1X9I4 E1X9IRQTNNGGNYQO S—--—--—-—
tr AS5UAPO_AS5UAPROQTNNGGSYQ S—-----
tr QAQONT8 QAONTROTNNGNSYQ S—-----
sp_Q8DCJ0_SSB_VAQPSYOQOKQAP A—-———-—--—
tr E8VT21 ESVT2AQPSYQOKQAP A——-——-——-—-—
tr Q7MHB8 Q7TMHBAQPSYOKQAP A———-——-—
tr BOBP65 BOBP6NSGYGYDOQTA S——----—-
tr B3H1C5 B3HICNSGYGYDOQTA S—----—-
tr A3NOE5 A3NOENSGYGYDQTA S—-----—-—
tr E3HRP1l_E3HRPAPAQR-PAPQO Q—-—-—--—-—-—
tr B8F401_BS8FAONNEFNG-GN-A T------
sp_Q87LA3_SSB VAQOOYNAPQQ Q———-———
tr B2TX90_B2TX9GGNQFSGGAQ S—-----
tr D3VBV3_D3VBVASQOOFSGGGA P—--—---—-
tr C6WZ85_C6WZ8YNQAPPSQOSQ A--—-—---—
sp_Q8Y2B4 SSB_RMSR-GEGGGG Q------GGG ARROQAPS-NEEFE-DM-D-- —---
tr B2UEU3 B2UEUYTRGGEGGGG Q—------ GGG ARROQPATS-MEFE-DM-D-- ——-
tr C6BBX7_C6BBXYSRGGEGGGG Q—------GGG ARRQAAPS-NMEFE-DM-D-- —--
tr A9AF13 A9AF1GRASGAARGG ------BGGG QSRPSAPAGENEFD-EM-D-- ———
tr QOBBTO _QOBBTGRAGGAPRGG A-----BIGGG OQSRPSAPAGEEEFD-EM-D-- —--
tr Bl1JYM4 Bl1JYMGRASGAARGG A-----BGGG OQSRPSAPASGEGEEFD-EM-D-- ——--
tr AOKAKO AOKAKGRASGAARGG A-----BGGG OSRPSAPAGEGEEFD-EM-D-- ——--—
tr Q1BTJ1 QIBTJGRASGAARGG A-----BGGGC QSRPSAPABENEFD-EM-D-- —--
tr A4JHX0 A4JHXGASRGGA-GG A------GGG OQSRPSAPAGEGEEFD-EM-D-- —---
tr B1YN27 B1l1YN2GRAGGAPRGG A-----BGGG OSRPSAPAGEGEEFD-EM-D-- —--
tr B4EAT8 B4EATAGGGGAARGG A-----BGGG OQSRPSAPAGGEEFD-EM-D-- —--
tr A3NRC2 A3NRCRASGGGGAGA RS---BEBGGG ASRPSAPAGGEEFD-EM-D-- —--
tr Q63XJ3 Q063XJRASGGGGAGA RE---BEGGCGGC ASRPSAPAGENSFD-EM-D-- ——-—
tr Q3JW59 OQ3JWS5RASGGGGAGA RE--BEBEGCGGCGC ASRPSAPAGENSFD-EM-D-- ——-—
tr Q02T192 Q2T19RASGGGGAGA REEGEEEEGCGGG ASRPSAPAGENEFD-EM-D—- ———
tr A3NS5M7_A3NSMRASGGGGAGA RSE---EBEBGGG ASRPSAPAEGEGNEFD-EM-D-—- ——--—
tr Q39CW5_Q39CWGRAGGAARGG A---—-BGGA OQSRPSAPAEGENEFD-EM-D-- ——-
tr C5ADI0 C5ADIGGGGGASRGG S—-—----@GGG SSRPSQPAGENEI.D-EM-D-- ———
tr ES5ALT6 ESALTGRASGGARQG A------GGG ASRPSAPASGEEFD-EM-D-- —--
tr Q145U6_Ql145UGSRGGS-GGG A—------GGG ASRPSAPAGENEFD-EM-D-- ——-—
tr B2SXJl B2SXJGARGGSGGGG ——---—----GG ASRPSAPAEBENEFD-EM-D—-- ——-—
tr DS5WBB4 DSWBB(GSRGGS-GGG ——---—-—---GG ASRPSAPAEBENEFD-EM-D-- ——-—
tr E1T6K9 E1T6KGSRGGSGGGG G------GGG SSRPSAPAEGEGEEFD-EM-D-- —-—-—
tr Q476D2 Q476DGOGGGGCGGCGOGGE G—-----BO0GG ARROQOOAPESINNEFE-DM-D-- - --
tr A4JTB6 _A4JTBRGOGGYQOQONS —-------GGG OQNRPAPSRNMNMSES -EM—-—-—-——- ——-—
tr A5V945 A5V94ASSGGNFGGG TR--EBE8SSGGC AARKSDPF-- PAG-DL-D-- —--
tr A9HM62 A9HM6AGGPGGSGAG ------BGNP GEGWDAPH-- @GS-DL-D-- —--
tr C7JGAl1 _C7JGA|SSAPRQQPAQ ----REIEGNN SEGWDASG-- @NG-DL-D-- —--
tr Q5FSI3 QS5FSISRGNTGGASG GN--BRESEGS- NGGWDAPP-- -DN-DL-D-- ——-
tr QO5LSX7_Q5LSXPYGGGPSGGG S---SSEGGR GR--—--GP-BSGG-ID-D-- —--
tr F2IZR2 F2IZRGYGGG-SGGG —-----EBGGS GG----GY-BBEGG-PM-D-- ——--
tr DOLVJ8 DOLVIJGYGGGGSGGG G---lMEBEGGP GGGGGGGYEBEGMEGCGG -GP-D——- ——-—
tr D3NUP5 D3NUPNYGGGGNYGG G---S Sl EGNR GG---GGABBMRHE -DL-D-- —---
tr B2JCR5 B2JCRGGGGGRVAGG —------BGGG OQSRPSAPAEBEGEEFD-EM-D-- —--
tr QIGNS9 QIGNSSGGGGSGGGG A—-------PG G------GRBERFDDDL-D-- ——-
tr B9JWR9 B9JWRARSGGASSGG R—---—-—--—-GA SAP----S@8N-FSRDM-D-- ——-—
tr B9JF98 B9JF9PSSGGGRSAG A—-—------SR GAPASSGGESMNFSRDL-D-- —-—-
tr Q1IMGNO QIMGNPASSPSRGGG - - - - - —--—-——- ———-———--GEBE@MNFSRDL-D-- —--
tr C6AXR8 C6AXRPASSPSRGGGE —--—-——-—-———- ——————-—-GIBEMNF SRDL-D-—- ——-
tr A6TIR6_AG6TIRATSGAAKGKG K@-----

tr Q21M21 Q21M2QAPAQOGGGA P@A--—---

tr A6TIDY9 A6TID
tr FAHFM6 FAHFMPSYNQAAAQ- P------

tr ASEWP4_ _ASEWPNVYSAAPSK- P@-----

tr G4T2U7_GAT2UQNSAQNSAPA Q—-——--—-—-—

tr Q1GYJ8 _Ql1GYJAPRQOQAAPA- ———-———-—

tr E4QMNS E4QMNAAPAQARP - - ——————-—

tr_C6XAV2 C6XAVAAPAQARP-- ———-——-—-—

tr Q3A6V5 Q3A6VRQERPASN-- ———-----NOP QONQY-----
tr D6CKD3_D6CKDDSGRAPSRPA P-——---—-—

tr D3V012 D3VO1VPOOSHGWGA P———-—-—-—
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sp_Q9CJP4_SSB PN----APTGS Y------
tr E6X251 E6X25G----QPQOPN R----——-—

tr_ D5V760_D5VI6NOPOOPAONS Y- ————-—

tr C9R230_C9R23PSYPNQOQOSA P---——-—

tr C6ALA3 C6ALAPSYPSQSQSA P---—---

tr A6VQI4 A6VQIQOYSRSSAPR Q-—-—-——-—

tr Q65V18 Q65V1IQSFSRPQASA A—-—-———-—

sp_Q83EP4_SSB_CQSAPTS--SQ T-------P- - -TAG-----
tr B6J5G1l B6J5GQSAPTS--SQ T---—----P- ——-TAG-——-———
tr A9KDOO A9KDOQSAPTS--SQ T'-------P- ——-TAG---———
tr A9NBO3 A9NBOQSAPTS--SQ T'-------P- ——-TAG--—-——
tr B6J234 B6J23QSAPTS--SQ T----—---P- —-TAG--—-——
tr_ QO0I5U0 QOISUATNQOSA--KT M-------T- —-QQE-—---—-
tr B1XS47 B1XS4RSKPAE--QS A-------L- —--VAS-—---—-—
tr_ A4T051 A4TOSRSKPAE--0S A--—--—--P- ——-SAS—---—-
tr D5C3D3 D5C3D---PSS--PP S------RP- --SPP-----
tr Q3J6T1 Q3J6TPHSPSS--PQ P---—---RP- —-SAP-—-—-—
tr G2J0V5_G2J0VQSAPSA--PP A------APR RMEPK-----
tr C7RIZ8 C7TRIZSAAPASGAAR S—------AP- ---AK-----
tr A1WZ36_AlWZ3PAQAPAGDAG G------GSG G-GGM—-----—
tr B8GV27 B8GV2PSQSROG-GG G------GRQO E-APA-----
tr B7J938 B7J93PSRPSGGSSA G------GAR K-NEM-----
tr BS5EPCO_BS5EPCPSRPSGGSSA G------GAR K-NEM-—----—
tr C5BQ98 C5BQ9QOHOPQAPRQA P------APQO QAPPS-—----
tr A6T3D2 A6T3IDPAPRQOSSGGG N------ARP AAKPA-----—
tr A4G9L8 A4GO9LPAPRQOSSAGQ S—------ARP AAKPA-----—
tr_047IU1 Q47IVUEPTDYSP--—- —————-——-—-A PPKNK----—-
tr 0122U3 Q122URPAARAPAAA P------RQOA PAPTK-----
tr Q3SLL6 Q3SLLORSQPRGNAP A------GS- —-QRP--—-—-—
tr E1W268 E1W26QPSYQSRPAQ S----—--AP- --APQ———---
sp_Q2YPX7_SSB BDF--GSSG-P S@@--- - - - - ——-—-—
sp_P0C118_SSB_BDF--GSSG-P S@@------- ——--
sp_Q8G0J1_SSB_BDF--GSSG-P S@@------- - ---

tr BOCGQ4_BOCGQDF--GSSG-P S@@—---—--——-—-—- ————

tr CORJ75_CORJ7DF--GSSG-P S@@—--- - - - - ———-—

tr F2GV71l_F2GV/DF--GSSG-P S@g@------—- ———-—

tr A9M5B6 A9MSBDF--GSSG-P S@g@------- ———-—

tr B2S5V5 B2S5VDF--GSSG-P S@g@------—- ———-—

tr F2HRZ7 F2HRZDF--GSSG-P S@g@------- ———-—
sp_Q8YHC2_SSB BDF--GSSG-P s@@------- ———-—

tr C7LC55_C7LC5DF--GSSG-P s@@---- - - - ———-

tr A5VOM8 AS5VOMDF --GSSG-P Sig@- - - - - - - - —— -

tr A6X111 _A6X11DF--GSSG-P Sf@----- - - ———-—

tr QOBST4 QOBSTGFGGGSSR-P AEB---- - - - ———-—
sp_Q98M41_SSB_R
tr_Q213Y3_0Q213Y
tr Q136K6_Q136K
tr B3Q6EY9 B3Q6E
tr_Q6N604_Q6N60
tr E6VIF8_EG6VIF
tr Q3SSB4 Q3SSBGF--GSGS-P S@A----A-P RRAAPAS--- ——--
tr A5G056 A5G05G------A-P RBEB----G-- WDAGRAG--- - - —-——-—
tr FOJOU4_FO0JOUG------A-P RAE----G-- WDAGRAG—-—-- ————-—
tr_B8FAAl_ BSFAA
tr Q08U58_Q08USG-E-PDYGAP PB— - - - - - - - ———
tr F8CI24 F8CI2G-DNNDYGQP PB---- - - - ———
tr_Q1DDE2 QI1DDEG-DNNDYGOQOP PEBEB-----—-— ———
tr B8J8I8 BS8JSIGFEEPDSG-P GEBE---- - - - ——-—
tr 02IG69 Q2IG6GFEEPDSG-P G- - - - - - - ——-
tr B4UEV9 B4UEVGFEEPDSG-P GBE——------ ——-—
tr A7THHA9 A7THHA--DEPTP--P G-B------——- ——-—
tr E1QIQ1 E1QIQG----GYGQOO O@E — - -—-——-—-—-—- ———
tr E4Q0Y98 E4QY9DGANNSQP-- ——-—----MPQ QODASAN---- ——————-—
tr_ Q4QPF1 Q40PFDGANNSQP-- ———----MPQ QODASAN-—--- ———————
tr E1X8W4 E1X8WDGANNSQP-- ——-—----MPQ ODASAN-—-—-—- ———————
tr_E1W4M4 E1WAMDGANNPQP-- ——-—----MPQ ODASAN-—-—-—- ———————
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