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Principal Component Analysis, deregulated T\N

Principal Component Analysis, deregulated T\N & putative targets
20 T T T T

30
o T A e T
20k g 15+ 1
A
% 101

10+ q
_ AB _
2 ° 2 5t
g . B2 s ;B
Z o0 ® % . o B3 ®
I I °
g g or °AB

10+ L]

S5k B2 [ ]
B3 °
20+ ° B2
10 °
B2
L]
20 ‘ ‘ . ‘ ‘ ‘ ‘ a5 ‘ ‘
-50 -40 -30 -20 10 0 10 20 30 -20 10 20 30

C

PC1(60%)

Principal Component Analysis, target genes negative correlated miR145
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Figure Legend: A-C) Principal Component Analysis (PCA) of the gene expression data representing
the distribution of samples. Each dot represents a sample and each color represents the type of the

sample.



