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Figure S1. Generation and characterisation of iPSC. A Schematic of a skin biopsy and biopsy preparation in a 10cm
dish. B iPSC colonies developing from a fibroblast culture. C Purified iPSC colony. D Immunocytochemistry of a
stem cell colony showing expression of typical stem cell markers. E Normal karyotype. F Tagman® scorecard box
plot showing upregulation of endoderm, mesoderm and ectoderm markers following differentiation.
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Figure S2. Full length Western blots from Figure 4. In addition to the predicted band
for MERTK at approx. 160kDa in all conditions there is a non specific band at 40kDa.
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Figure S3. Graphical representation of phagocytosis between control RPE and
MERTK-RPE at 6 and 20 hours (error bars represent the mean +1SEM and p value
derived from students t-test).
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Table S1. Details of sequence variants in the MERTK gDNA and cDNA.

20 :g(s’:?ign :lecf:glence Iglfg;’:-g-NA e e e e e EI)I(:;S freq
9 1397 G AG het G Missense R466K | rs7604639 0.5972

10 1494 C CT het C Synonymous rs3811634 0.2385

10 1552 A AG het A Missense 1518V | rs2230515 0.5973

14 1881 A AG het A Synonymous rs1131244 0.5825

14 1951 C CT het T Nonsense R651X | rs119489105 | 4.95E-05

Table S2. Details of primers used and PCR parameters

Exon 9 GCCCAGACCTCAGTGTTTTCATTT CCCAGGTTACTTTCTGGCAATCTG
Exon 10 GATCTCTTCGCATGGTCTCAGCTT CTTGTCAATACCAGTGGGCAAACA
Exon 14 ACTAGCCCCTGACAACCACTCATC TTTTTCCTTTGGCACAGAGCAGAT
Exon 9 & 10 ACACCTCTGCCTTACCACATCTGTAC CTCCTGGACTCTTTTTCTGATGGCC
Exon 14 GCTCATCATCTTTGGCTGCTTTTGTG ATATCCACCATGAACTTCAATAGTG
MERTK (exons 1-4) GGCGACAGGACAGGTTCG ACTTCGATGTAGATGGGATCAGAC
GAPDH ACAGTCAGCCGCATCTTCTT CCCAATACGACCAAATCCGTTG

step 1: 95C for 1 min, step 2: 25 cycles of 95C for 30 sec, *C for 30 sec and 68C for
1 min step 3: 68C for 1 min, where * is the melting temperature of the primer.



Supplementary methods

Karyotype
Karyotyping was performed by The Doctors Laboratory 76 Wimpole Street, London,

W1G 9RT, UK, using standard methods.

Scorecard

Pluripotency potential was measured using TagMan® hPSC Scorecard™ Assay
(A15876, ThermoFisher). Stem cell cultures were split: half frozen in TRIzol (15596,
ThermoFisher) after 4 days post passage and half used to make embryoid bodies
after 6 days. The embryoid bodies were grown for a further 7 days before harvest
(following ThermoFisher publication MANO008384). After TRIzol RNA extraction, first
strand synthesis was performed with the High Capacity cDNA RT Kit with
RNaselnhibitor (4374966, ThermoFisher) and qPCR performed in the using
TagMan® hPSC Scorecard™ Panel 96w FAST (A15876, ThermoFisher) using
TagMan® Fast Advanced Master Mix (4444557, ThermoFisher). Scorecard analysis

was performed using ThermoFisher’s cloud based software.
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