Additional file 13
(A) The details of CCS genes in the genome of upland cotton.

Gene name Sequence ID Genomic position Description

GhCCS1 Gh_A08G1589_NBI-AD1 v1.1 A08:94358411..94361302 - copper chaperone for SOD1
GhCCS2 Gh_D08G1899_NBI-AD1 v1.1 DO08:56882631..56885395 - copper chaperone for SOD1

(B) The sites of GhCCSs targeted byghr-miR398 and novel mir 1205.
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