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SUPPLEMENTARY FIGURE LEGENDS 
 
Supplementary Figure 1. Effect of AGO2 on TBSV-ΔP19 infection. 
Wild-type and ago2 N. benthamiana plants were infected with in vitro transcribed 
TBSV-ΔP19 viral transcripts. At 5 dpi, total RNA was prepared from the inoculated 
and the first symptomatic systemically infected leaves. RNA samples were also 
purified from recovered apical leaves at 17 dpi. Samples were collected from three 
plants and pooled. Viral gRNA accumulation was monitored by northern blot. 
Ethidium-bromide stained gels are shown as loading controls. Photographs of virus 
infected N. benthamiana plants are also shown at 17 dpi. 
 
Supplementary Figure 2. Stable inheritance of CRISPR/Cas9 induced AGO2 
mutations. 
The targeted segment of the AGO2 gene was PCR amplified, the products were 
cloned into pGEM-T easy plasmid and sequenced. Sequence chromatograms of the 
targeted AGO2 region of eight T3 ago2 plants are shown. Three or four plasmids per 
plant were sequenced. The single C insertion was detected in each sample and boxed 
in red. Chromatogram of the corresponding wild-type AGO2 sequence is shown on 
top. The sgRNA target sequence and the adjacent PAM motif are also indicated. 
 
Supplementary Figure 3. Increased virus sensitivity is a stable feature of ago2 N. 
benthamiana and is independent of the Cas9 transgene. 
Transgenic N. benthamiana plants carrying the Cas9 transgene on its own (left) and 
T3 ago2 mutant N. benthamiana plants (right) were infected with PVX-GFP. 
Photographs of virus-infected plants were taken at 16 dpi. T3 ago2 plants exhibit 
apical necrosis, while Cas9 transgenic plants can efficiently recover from PVX 
infection similarly to non-transgenic wild-type N. benthamiana. 


