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Table S1. Primers and their combinations for amplification of mitochondrial genomes. 

Table S2. Samples and their mitochondrial genomes used in this study. 

Figure S1. Map of collecting localities for newly collected Asymmetron and Epigonichthys 

specimens. 

Figure S2. Divergence time estimates based on mitogenomic nucleotide sequences in amphioxus 

lineage with geological calibration points.  
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Table S2. Samples and accession numbers of mitochondrial genomes used in this study 

 
 

 

Figure S1. Map of collecting localities for newly collected Asymmetron and 
Epigonichthys specimens. The map was drawn based on free online map 
(http://gpscycling.net/fland/map/pj/07_ecker.gif) with Adobe Photoshop ver. 13.0.6 x64 and 
Illustrator ver. 11.0.4. 
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Figure S2. Divergence time estimates based on mitogenomic nucleotide sequences in 
amphioxus lineage with geological calibration points. BEAST 1.8.2 with the random local 
clock model was used with two calibration points (completion of Panama Isthmus at 2.06±0.1 
Ma 7 and Arabia-Eurasia collision at 14±4.0 Ma 8.) Numerals at nodes denote estimated split 
time in Ma. Blue bars denote 95% confidence interval. The age of the Indo-Asia collision is 
from refs. 9,10. 
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