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This	supplementary	document	includes	the	details	of	the	analyCcal	flow	in	our	case	
study	in	which	the	new	analyCcal	funcCons	in	Toxygates	were	uClized.		
For	the	figures	of	heatmap	and	the	interpretaCon	of	the	obtained	results,	please	refer	
to	the	main	manuscript.	For	the	general	tutorial	for	Toxygates,	please	refer	to	the	user	
guide	(hKp://toxygates.nibiohn.go.jp/toxygates/toxygatesManual.pdf)	�









Observed	pathologies	as	star1ng	point�





Cluster	analysis�





















Supplementary	Figure	1:		Select	M/4	day	in	“View	data”	page	(slide	7)	
Supplementary	Figure	2:		Select	M/8	day	in	“View	data”	page	(slide	7)	
Supplementary	Figure	4:		Select	M/29	day	in	“View	data”	page	(slide	7)	�

	and	follow	the	same	procedure	to	create	the	image	files�









































Compound	ranking�

























Welch’s	t-test	filtering�













Uploading	user	data	to	aid	the	inves1ga1on�
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Fig.2B:		Select	M4vsM8_p0.01_cutoff6	2	and	create	a	heatmap	
Fig.2C:		Select	M4vsM8_p0.01_cutoff6	3	and	create	a	heatmap	

Supplementary	Table	4:	summary	of	pathway	enrichment	analysis	by	TargetMine	
																																												(M4vsM8_p0.01_cutoff6	1,2,3)	
Supplementary	Table	5:	gene	list	of	M4vsM8_p0.01_cutoff6	1	
Supplementary	Table	6:	gene	list	of	M4vsM8_p0.01_cutoff6	2	
Supplementary	Table	7:	gene	list	of	M4vsM8_p0.01_cutoff6	3	


