Accession
number

AT4G18970
AT5G45670
AT5G33370
AT3G04290
AT2G42990
AT5G45950
AT5G45960
AT2G03980
AT1G58430
AT5G14450

AT3G48460

AT1G54790

Combined
p-value

7.62e-229
8.13e-224
2.71e-195
8.86e-190
5.40e-162
6.42e-149
9.99e-164
1.63e-107
1.25e-150
1.02e-135
2.66e-87

5.52e-98
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Supplementary Figure S4. Protein motif structure and location of DELLA downregulated GDSL- type enzymes in
Arabidopsis. Each colored box represents a particular motif. Their consensus sequence, accession numbers of
DELLA regulated GDSL esterase/lipase proteins, and E-value are shown in the left frame. At3G48460 is SFAR4 as
presented as a square box.



