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Figure S1. Maximum-likelihood tree based on almost complete 16S rRNA sequences (1490 40 

nucleotides) showing relationship between strain MUSC 93JT and representatives of some other 41 

related taxa. Bootstrap values (>50%) based on 1000 re-sampled datasets are shown at branch 42 

nodes. Bar, 0.001 substitutions per site. Asterisks indicate that the corresponding nodes were also 43 

recovered using neighbour-joining tree-making algorithms. 44 
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 Streptomyces eurythermus ATCC 14975T (D63870) 

 Streptomyces lavenduligriseus NBRC 13405T (AB184382) 

 Streptomyces fragilis NRRL 2424T (AY999917) 

 Streptomyces chilikensis RC 1830T (N050256) 

 Streptomyces nogalater JCM 4799T (AB045886) 

 Streptomyces nodosus ATCC 14899T (AF114036) 

 Streptomyces misionensis NBRC 13063T (AB184285) 

 Streptomyces phaeoluteichromatogenes NRRL 5799T (AJ391814) 

Streptomyces colonosanans MUSC93JT (KP998434) 

 Streptomyces aureoverticillatus NRRL B-3326T (AY999774) 

 Streptomyces silaceus NRRL B-24166T (EU812170) 

 Streptomyces intermedius NBRC 13049T (AB184277) 

 Streptomyces violaceorubidus LMG 20319T (AJ781374) 

 Streptomyces tendae ATCC 19812T (D63873) 

 Streptomyces tritolerans DAS 165T (DQ345779) 

 Streptomyces flaveolus NBRC 3715T (AB184786) 

 Streptomyces glaucescens NBRC 12774T (AB184843) 

 Streptomyces viridochromogenes NBRC 3113T (AB184728) 

 Streptomyces marokkonensis Ap1T (AJ965470) 

 Streptomyces ambofaciens ATCC 23877T (M27245) 

 Streptomyces griseoloalbus NBRC 13046T (AB184275) 

 Streptomyces albaduncus JCM 4715T (AY999757) 

 Streptomyces collinus NBRC 12759T (AB184123) 

 Streptomyces violaceochromogenes NBRC 13100T (AB184312) 

 Streptomyces paradoxus NBRC 14887T (AB184628) 

 Streptomyces althioticus NRRL B-3981T (AY999791) 

 Streptomyces matensis NBRC 12889T (AB184221) 

 Streptomyces asterosporus NRRL B-24328T (AY999902) 

 Streptomyces calvus ISP 5010T (AY999780) 

 Streptomyces griseomycini NBRC 12778T (AB184137) 

 Streptomyces carpinensis NBRC 14214T (AB184574) 

 Streptomyces werraensis NBRC 13404T (AB184381) 

 Streptomyces griseoflavus LMG 19344T (AJ781322) 

 Streptomyces griseorubens NBRC 12780T (AB184139) 

 Streptomyces malachitofuscus NBRC 13059T (AB184282) 

 Streptomyces griseoincarnatus LMG 19316T (AJ781321) 

 Streptomyces erythrogriseus LMG 19406T (AJ781328) 

 Streptomyces variabilis NBRC 12825T (AB184884) 

 Streptomyces labedae NBRC 15864T (AB184704) 
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Figure S2. BOX-PCR comparison of strain MUSC 93JT and the closest related type strains.  72 

Strains: 1, Streptomyces colonosanans MUSC 93JT; 2, Streptomyces malachitofuscus JCM 4493T; 3, 73 

Streptomyces misionensis NBRC 13063T; 4, Streptomyces phaeoluteichromatogenes DSM 41898T; M, 74 

GeneRuler 1kb DNA ladder marker. 75 
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Figure S3. Two dimensional total lipid profile of strain MUSC 93JT and Streptomyces 77 

malachitofuscus JCM 4493T.  78 

AL, aminolipid; DPG, diphosphatidylglycerol; PE, phosphatidylethanolamine; PGL, phosphoglycolipid; PI, 79 

phosphatidylinositol; PL, phospholipid; L, lipid. 80 
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Table S1. Cultural characteristics of strain MUSC 93JT on different media at 28 0C after 7-14 102 

days of incubation. 103 

-, Not detected 104 

Medium Growth Colony color 

  Aerial mycelium Substrate mycelium 

Yeast malt agar (ISP 2) Good Light yellow Vivid yellow 

Oat Meal agar (ISP 3) No growth - - 

Inorganic Salt Starch agar (ISP 4) No growth - - 

Glycerol Asparagine Agar Base (ISP 5) No growth - - 

Peptone Yeast Extract Iron agar (ISP 6) Good Moderate yellow Brilliant yellow 

Tyrosine agar base (ISP 7) No growth - - 

Streptomyces agar Good Brilliant greenish yellow Vivid greenish yellow 

Starch casein agar Moderate Greenish yellow Yellowish white 

Actinomycete isolation agar No growth - - 

Nutrient agar Weak Pale greenish yellow Yellowish white 
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