Gene Function Classification (GO)
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Figure S1. Gene Ontology classification of matched unigenes. 55,291 GO annotated unigenes were classified into 3 functional categories: biological process, cellular

component and molecular function.



KOG Classification

(9% )1us2lad

Figure S2. KOG functional classification of matched unigenes.

32,507 KOG annotated unigenes were clustered into 26 categories.



KEGG Classification

Sensory system
Nervous system
Immune system
Excretory system
Environmental adaptation
Endocrine system
Digestive system
Development
Circulatory system
Xenobiotics biodegradation and metabolism
Overview
Nucleotide metabolism
Metabolism of terpenoids and polyketides
Metabolism of other amino acids
Metabolism of cofactors and vitamins
Lipid metabolism
Glycan biosynthesis and metabolism
Energy metabolism
Carbohydrate metabolism
Biosynthesis of other secondary metabolites
Amino acid metabolism
Translaton T 235
Transcription
Replication and repair
Folding, sorting and degradation
Signaling molecules and interaction
Signal transduction Il P736
Membrane transport 255
Transport and catabolism [ 1919

Cell motility 1544
Cell growth and death | 906

Cell communication | 1737

0 o 10 19 20 29 30

Figure S3. KEGG classification of assembled unigenes. 26,245 unigenes were gzsesri]tg%fe%epg %EGG biochemical pathways:

metabolism, genetic information processing, organism system, cellular processes and environmental information processing.



Enriched GO Terms
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Figure S4. Enriched GO terms of up-regulated genes. Genes up-regulated with As exposure were subjected to GO analysis.



Enriched GO Terms
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Figure S5. Enriched GO terms of down-regulated genes. Genes down-regulated with As exposure were subjected to GO analysis.
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