
y = 0.39 − 0.41 ⋅ x ,  r2 = 0.33
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(A) All Gene Set Collections

y = 0.16 − 0.16 ⋅ x ,  r2 = 0.19
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(B) Pathways: Reactome

y = 0.38 − 0.38 ⋅ x ,  r2 = 0.68
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(C) Pathways: BioCarta

y = 0.21 − 0.22 ⋅ x ,  r2 = 0.23
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(D) Pathways: KEGG

y = 0.09 − 0.087 ⋅ x ,  r2 = 0.1
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(E) GO: Biological Process

y = 0.14 − 0.13 ⋅ x ,  r2 = 0.17
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(F) GO: Molecular Function

y = 0.066 − 0.062 ⋅ x ,  r2 = 0.048
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(G) GO: Cellular Compartment

y = 0.19 − 0.19 ⋅ x ,  r2 = 0.28
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(H) Human Phenotype Ontology

y = 0.81 − 0.92 ⋅ x ,  r2 = 0.59
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(I) MalaCards Disease Ontology


