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Supplementary Figure 1. Mutational burden and copy number alterations in RCC cell lines and tumors.

Comparison of mutational burden and copy number alterations in TCGA clear cell renal tumors to CCLP

and CCLE kidney cancer cell lines — SNU349 is a clear outlier based on mutation count.




Supplementary Table 1. Number of citations, VHL mutation status and subtype of
CCLE and CCLP kidney cell lines (inferred by copy number clustering with TCGA

Kidney cancer datasets).
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Supplementary  Table 2a. Chromosome 3p loss estimates for CCLE

and CCLP cell lines (based on log2 ratios)

Cell Line Chromosome 3p loss (based on log2 ratio < -0.2)
769-P_CCLP 0.92
786-0_CCLP 0.00
A498 CCLP 1.00
A704_CCLP 0.94
ACHN_CCLP 1.00
BB65-RCC_CCLP 0.99
BFTC-909_CCLP 0.03
CAKI-1_CCLP 0.66
CAL-54_CCLP 1.00
HA7-RCC_CCLP 0.80
KMRC-1_CCLP 0.33
KMRC-20_CCLP 0.99
LB1047-RCC_CCLP 1.00
LB2241-RCC_CCLP 0.91
LB996-RCC_CCLP 1.00
NCC010_CCLP 1.00
NCC021_CCLP 1.00
OS-RC-2_CCLP 1.00
RCC-AB_CCLP 1.00
RCC-ER_CCLP 1.00
RCC-FG2_CCLP 1.00
RCC-JF_CCLP 0.80
RCC-JW_CCLP 1.00
RCC-MF_CCLP 1.00
RCC10RGB_CCLP 0.97
RXF393_CCLP 0.99
SK-NEP-1_CCLP 1.00
SN12C_CCLP 0.01
TK10_CCLP 1.00
U031_CCLP 0.00
VMRC-RCW_CCLP 0.01
VMRC-RCZ_CCLP 1.00
769P_CCLE 0.78
7860_CCLE 0.97
A498 CCLE 1.00
A704_CCLE 0.92
ACHN_CCLE 0.56
BFTC909_CCLE 0.07
CAKI1_CCLE 1.00
CAKI2_CCLE 1.00

CAL54_CCLE 0.70
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Supplementary Table 2a. Chromosome 3p loss estimates for CCLE and CCLP cell lines (based on log2 ratios)


HEKTE_CCLE
HK2_CCLE
KMRC1_CCLE
KMRC20_CCLE
KMRC2_CCLE
KMRC3_CCLE
OSRC2_CCLE
RCC10RGB_CCLE
RCC4_CCLE
SLR20_CCLE
SLR21_CCLE
SLR23_CCLE
SLR25_CCLE
SLR26_CCLE
SNU1272_CCLE
SNU349_CCLE
TUHR10TKB_CCLE
TUHR14TKB_CCLE
TUHR4TKB_CCLE
UMRC2_CCLE
UMRC6_CCLE
UOK101_CCLE
VMRCRCW_CCLE
VMRCRCZ_CCLE

0.00
0.00
1.00
1.00
0.82
1.00
1.00
0.97
1.00
0.00
0.00
1.00
0.67
0.82
1.00
1.00
1.00
0.63
0.58
0.67
1.00
0.97
0.00
1.00



Supplementary  Table 2b. Chromosome 3p loss estimates for CCLP cell
lines(based on minor allele copy number = 0).

CCLP Cell Line Chromosome 3p loss (minor allele copy number = 0)
769-P 0.92
786-0 1.00
A498 1.00
A704 0.94
ACHN 1.00

BB65-RCC 1.00
BFTC-909 0.08
CAKI-1 0.09
CAL-54 1.00
HA7-RCC 0.81
KMRC-1 1.00
KMRC-20 0.99
LB1047-RCC 1.00
LB2241-RCC 0.92
LB996-RCC 1.00
NCCO010 1.00
NCC021 1.00
0OS-RC-2 1.00
RCC-AB 1.00
RCC-ER 1.00
RCC-FG2 1.00
RCC-JF 0.82
RCC-JW 1.00
RCC-MF 1.00
RCC10RGB 0.98
RXF393 1.00
SK-NEP-1 0.05
SN12C 0.01
TK10 1.00
U031 0.04
VMRC-RCW 0.99

VMRC-RCZ 1.00


sinharileen
Typewritten Text
Supplementary Table 2b. Chromosome 3p loss estimates for CCLP cell lines(based on minor allele copy number = 0).


Supplementary Table 3. Mutations in key kidney cancer genes in kidney cancer cell lines in CCLE and CCLP.
Tier 1 (Green): Identical mutations in given gene,
Tier 2 (Blue): Non-identical mutations reported by CCLE and CCLP,
Tier 3 (Red): Discrepancy in mutational status — only one of the databases reports a mutation.

Cell Line
769.P_CCLP
769P_CCLE
786.0_CCLP
7860_CCLE
A498_CCLP
A498_CCLE
A704_CCLP
A704_CCLE
ACHN_CCLP
ACHN_CCLE
BB65.RCC_CCLP
BFTC.908_CCLP
BFTC909_CCLE
CAKI.1_CCLP
CAKI1_CCLE
CAKI2_CCLE
CAL.54_CCLP
CAL54_CCLE
HA7.RCC_CCLP
KMRC1_CCLE
KMRC.1_CCLP
KMRC20_CCLE
KMRC.20_CCLP
KMRC2_CCLE
KMRC3_CCLE
LB1047.RCC_CCLP
LB2241.RCC_CCLP
LB996.RCC_CCLP
NCC010_CCLP
NCC021_CCLP
0S.RC.2_CCLP
OSRC2_CCLE
RCC.AB_CCLP
RCC.ER_CCLP
RCC.FG2_CCLP
RCC.JF_CCLP
RCC.JW_CCLP
RCC.MF_CCLP
RCC10RGB_CCLP
RCC10RGB_CCLE
RXF393_CCLP

SK.NEP.1_CCLP
SN12C_CCLP
SNU1272_CCLE
SNU349_CCLE
SW156_CCLP
TK10_CCLP
TUHR10TKB_CCLE
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TUHRATKB_CCLE
U031_CCLP
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