












 

Supplementary Table 1. Primers for ChIP and qPCR analyses 

ChIP primers Sequences Location (to TSS) 

Il9 CNS0  5’-ATGCGGAATGGGTTTTCACT-3’ 

5’-AAGCTCCACACACTTAGTTTGT-3’ 

-6287 to -6093 

Il9 CNS1  5’-CCCTGTAACTCACTGTCTATCAGC-3’ 

5’-GCAGGAATTCTGGTTGTGAG-3’ 

-375 to -270 

Il9 CNS2 5’-TCACCCACTTTAGTCCTTTCAAAA-3’ 

5’-AATTACAGAATTTTGCCCCAGGTCCTG-3’ 

+4888 to +4983 

Il9 gene 5’-TGATTGTACCACACCGTGCT-3’ 

5’-TATCCTTTTCACCCGATGGA-3’ 

+1557 to +1657 

Il17 promoter 5’-GCTCTCCCTGGACTCATGTT-3’ 

5’-TGGTTCTGTGCTGACCTCAT-3’ 

-131 to +74 

RpL32 

promoter 

5’-TCATTTCTCAGGCACATCTT-3’ 

5’-ACTCACCGTAAAACAGATGG-3’ 

-116 to +56 

Irf1 promoter 5’-TACAACAGCCTGATTTCCCC-3’ 

5’-TACCTCGACGAAGGAGTGGT-3’ 

-104 to +64 

 

 

 qRT-PCR primers Sequences 

Spi1 5’-AAC AGA TGC ACG TCC TCG AT-3’ 

5’-GGG CTG GGG ACA AGG TTT GAT AAG-3’ 

Batf 5’-GAAGAATCGCATCGCTGC-3’ 

5’-CGTTCTGTTTCTCCAGGT-3’ 

Hprt1 5’-CTGGTGAAAAGGACCTCTCG-3’ 

5’-TGAAGTACTCATTATAGTCAAGGGCA-3’ 

IL9 5’-CATGCAAACAAGATACCCACTG-3’ 

5’-TTGCCTCTCATCCCTCTCATC-3’ 

IFNG 5’-TGG GTT CTC TTG GCT GTT ACT G-3’ 

5’-ACA CTC TTT TGG ATG CTC TGG TC-3’ 

IRF1 5’-TGGCTGGGACATCAACAAGG-3’ 

5’-CTGCCCTTGTTCCTGCTCTG-3’ 

IRF4 5’-CTCTTTGACACACAGCAGTTCTTG-3’ 

5’-TTCTGGTAAATCGTAGCCCCTC-3’ 



 

18S 5’-AGTCCCTGCCCTTTGTACACA-3’ 

5’-GATCCGAGGGCCTCACTAAAC-3’ 
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