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Assembly and annotation of euryarchaeal sequences

Assembly. Metagenomic reads from MedDCM-JUL2012, MedDCM-SEP2014, Med-l107-77mDCM, Med-Ae2-
600mDeep and the fosmid reads from MedDCM-OCT2007, KM3 and AD1000 were independent and systematically

@ assembled using IDBA_UD.

Annotation. Assembled DNA fragments were annotated using the NCBI nr-database, Pfam, COGs, arCOGs and
TIGRfam. Only those fragments which have more than 50% of their ORFs annotated as Euryarchaeota were taken for
further analysis (in black).

Retrieving of euryarchaeal sequences

Recruitment. Search of Euryarchaeota sequences within different marine databases. Only those metagenomes
where our initial genomic fragments recruited more than 3 rpkg were selected.

Assembly and annotation of the selected metagenomes (as described previously). DNA fragments classified as
euryarchaeota were collected.

Binning of MG-IlI by tetranucleotide frequencies, %GC and differential coverage
Binning of the MG-Ill sequences by tetranucleotide frequencies, %GC and differential coverage among 33
metagenomes.

Re-assembly

Aligment of the sequences >10 Kb of one specific bin against the metagenomic reads where those contigs came
from using BWA. The process was made for all the bins. The reads extracted were used in the following step.

Assembly of the reads with SPADES using the DNA fragments for scaffolding with the parameter —trusted_contigs.
The re-assembly was done for all the bins and their products are called «composite genome» (CG).
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Supplementary Figure S16
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Pop-2 HF10 3009 SKQRSLLLTA LLTLLTFGTV SAANS----- - --TNDMVG-- --VSFWLASA MMLASTVFFI MERNNVADKW KTSMTVAA-L
Epi-2B MedDCM-JUL2012-C1059 NRIFGMALLA TLFFAGSANA ETT------- - --TSDNVA-- --ISFWIATA LMLASTVFFL VERSNVAPKW RTSVTVAA-L
Epi-1 ERR598993-C1654 - - - - - - - - - - - oo oo MLS MRAMGITAFM SLLLAGSASA ETG------- AID-- - - - --TSDNVA-- --ISFWIATA MMLASTIFFL VERNNVAPKW RTSVTVAA-L
MedDCM-0OCT2007-C4997 - - - - - - - = - = - -« - - -~ MLS MRAMGITAFM SLLLAGSASA ETG------- - --TSDNVA-- --ISFWIATA MMLASTIFFL VERNNVAPKW RTSVTVAA-L
Pop-3 HF7019B12 - - - - - - - - - - ---MELKQRI DKRKTAIFGT SMALALIALP SVAAETA- - - - --TNDWVG-- --ISFWLATA MMLASTVFFL VERGNVPDKW KTSMTVAA-L
[Pop-4 HF7059C08 - - - - - - - - MR FSESMDINPF LKKRTAVVGG ALALAAITIP SAAAQTTETV - --ATDYVG-- =--ISFWIATA MMLATTVFFL VERQNVAAKW KTSMTVAA-L
[Epi-2B ERR598983-C478 - - - - - - - - - - - - - MTKIR LAAFALCILS IMILPNSAAT KDSYSEDGFL - --QDDLVG-- --ITFWIATA AMLGSSIFFL IERSNVAPQW KTSMTIAT-L
[MedDCM-OCT-524-C2 ---MFSSLKT ILLLTVCIFT IFVLPTTAAV GDSYSEDGFL - --QEDLVG-- --ITFWIATA AMLASSLFFL IERANVAPQW KTSMTIAT-L
[Epi-1 MedDCM-OCT-5$34-C62 ---MFFSLKN TLFLIVCIFT VFLLPTSAAM GDSYSEDGFL - --QDDLVG-- --ISFWIATA AMLASSLFFL IERANVAPQW KTSMTIAT-L
Epi-3 ERR598942-C530 - - - - - - - --- s-a--o---- -----MCFFT ILILPSSVAT GESYSEDGFL - --QDDLVG-- --ITFWIATA AMLASSLFFL IERANVAPQW KTSMTIAT-L
MedeBAC49C08 ==+ ----MGE ILA------- --c-c-n-on-n- - --VDDYVG-- --ISFWLAAA IMLASTVFFF VERSDVPVKW KTSLTVAG-L
HF130 81H07 - --TNDYVG-- --I1SFWLATA IMLASTVFFF IERSDVKGKW KTSLTVAG-L
HF10 49E08 - DDHADEETAA - --PDDFVG-- --VSFWLATA MMLAATVFFF |ERDRVKGKW KTSLTVAG-L
lgamma EBAC20E09 (B) “MKLLLTMVG ALALPVFAA- - --TADMTG-- --VSFWLVTA AMLAATVFFL VERDRVHGKW KTSLSVAA-L
[gamma Hot 75m4 (B) - - - - - - - - oo oo oo MGKLLLILGS AIALPSFAAA - --1SDTVG-- --VSFWLVTA GMLAATVFFF VERDQVSAKW KTSLTVSG-L
lgamma EBAC31A08 (G) “MKLLLILGS VIALPTFAAG - --ASDYTG-- --VSFWLVTA ALLASTVFFF VERDRVSAKW KTSLTVSG-L
[SARGE (G) -MKLLMLLAG VMAVPTFAAG - --PNDYVG-- --VSFWLVTA ALLAATVFFF LERDNVSAKW RTSLTVSG-L
P.ubique HTCC1062 (G) LKLFALTAVA LMGVSGVANA - --SDDFVG-- --ISFWLVSM ALLASTAFFF IERASVPAGW RVSITVAG-L
Pelagibacter sp. HTCC7211(B) LKLFALTAVA LLGVTGVANA - --QDDFVG-- --ISFWVISM GMLAATAFFF METGNVAAGW RTSVIVAG-L
[gamma HTCC2207 (G) - - - - - - s s - o e e e e iio e Lo B - - ALVAATAFFF VERDRVAGKW KTSLTVSG-L
[G.pallidula (B) SLKMIVTALF LFALPSFAHA - --ADDFVG-- --ISFWIISM ALMASTVFFL WETQGVSAKW KTSLVVSA-L
D.donghaensis MED134 (G) - - - - - - - - - - - ----oooae oo M NLLLLSTALD - --SDDYVA-- --FTFFVGAM AMMAAAAFFF LSMNSFDRKW RTSILVSG-L
[MedDCM-JUL2012-C3793 --MNSKLSKF SPRTNAIIAG ATMLALMVTQ NVSAATIDPE - --AGDALGRA TFFMFFIGY!l SMGAAFVFFM SERNNVAPEY RTTMTISA-L

~-MNGTVSSNI SLKKNVIVLT IVGLALMIVQ AVNAATVNPE - --ADDNLGRA TFFLFFIGYIl SMGAAFVFFM SERNNVAPEF RTTMTISA-L
----MITDKF SKTTSLLLIA TISLA-MAGT VSAADVVDPS - --DGEPLQLV TFFLFFVGYIl SMGAAFVFFM SERSNVAPQY RTTMTISA-L
SDTKLRSLKL NRRNSVIFAV LMLSLTAIAM PTAAEIVDPA KKY------- --DGEPLQLL TFFLFFVGYIl SMGAAFVFFM SERSNVAPEY RTTMTISA-L
---MITEKF SKTTSLLLIA TFALAMASTV SAAGVGEMDT ETGLPSFLSD DLGNDSLELL TFFLFFVGYI AMGAAFVFFM SERSNVAPQY RTTMTISA-L
--------- MEEVNLLVLA TQ-------- --YMFWVGFV GMAAGTLYFL VERNSLAPEY RSTATVAA-L

-----MFVVG QFSLKGMGMM TQYMFWVGFV GMAAATLYFL VERSSLDPEY RSVATVAA-L
PLQVSSLGVE --IWLALGTV GMLLGMVYFM AKGWDVQDPE QEEFYVITIL

[MedDCM-0CT2007-C1678
Pop MGl GG3
[MedDCM-OCT-526-C80
IPop-1 MedDCM-OCT-508-C16
E. sibiricum 255-15

i sp. AT1b
H. marismortui ATCC 43049

120 130 140 150 160 D 170 190 200 210 220
. . R A S S | . | o BT 0 A . BT | S R o S |
Pop-2 HF10 3D09 VITGVAWYHYT -YMRDHWANS YAASGDAQV- ------ G--- ---DSPLVL- RYIDWLITVP AAIGVASAAL ----FWRL-F GASIVMLVAG FLAEAN--ED
Epi-2B MedDCM-JUL2012-C1059 VTGVAWYHYT - YMREHWVL - = -« -----To ------ N--- ---ESPLVL- RYVDWIITVP AAIGVASAML ----FWRL-L GASVVMLAFG FLGESG- - - -
[Epi-1 ERR598993-C1654 VIGVAWYHYT - YMRDHWVM- - --=-----T- --=---- G--- ---ESPLVL- RYVDWLITVP AAIGVASAML ----FWRL-L GASIVMLAFG FFGESG- -
[MedDCM-0CT2007-C4997 VTGVAWYHYT - YMRDHWVM- - - -----To «--o-n G--- - ESPLVL- RYVDWLITVP AAIGVASAML ----FWRL-L GASIVMLAFG FFGESG- - - -
Pop-3 HF70 19B12 VTGVAWYHYT -YMREVWAQG YGVDD---A- ------ V--- ---GSPLVY- RYIDWLITVP AAIGVGTFAM ----FRNL-M GASIVMLVAG FFGESGAWEL
[Pop-4 HF70 59C08 VTGIAWYHYT -YMRQHWVD - SN- e G--- ---SSPIVY- RYIDWLLTVP AAIGVASVVM ----FRNL-M LASVVMLVAG FFGETGAWDL
[Epi-2B ERR598983-C478 ITGIAFWHYM -YMREHWIL - -T- - G--- ---ESPIVY- RYVDWFITVP AAVTAVTAML ----FWRL-L GASVLMLVFG FLGETQ- -
[MedDCM-OCT-524-C2 ITGIAFWHYM - YMREHWI I - ST e G--- - ESPIVY- RYVDWFLTVP AAVTTVTAML ----FWRL-L GSSVLMLVFG FLGETQ- -
Epi-1 MedDCM-OCT-534-C62 ITGIAFWHYM - YMREHWI I - T -eee- - G--- ---ESPIVY- RYVDWFLTVP AAVTTVTAML ----FWRL-L GSSVLMLVFG FLGETQ- -
[Epi-3 ERR598942-C530 ITGIAFWHYM -YMREHWI I - “Te see--- G--- ---ESPIVY- RYVDWFLTVP AAVTTVTAML =----FWRL-L GSSVLMLVFG FIGETQ- -
[MedeBAC49C08 VTGVAFWHYL -YMRGVWIY - AL e G--- - ETPTVF- RYIDWLITVP AAVTAISSAV ----FWKL-L IASLVMLIGG FIGEAG- -
|HF130 81H07 VITGIAFWHYL -YMRDVWVM- Ve ce---- G--- ---DTPTVY- RYIDWLITVP AAVTAISAAIl =----FWKL-L TASIVMLVFG YLGETG- -
HF10 49E08 VTGIAFWHYM -YMREVWVN - ST e G--- ---TSPTVF- RYVDWLITVP AAVTKVSANL ----FWKL-L IASLVMLIGG YAGEAG- -
lgamma EBAC20E09 (B) VTGIAFWHYL -YMRGVWVES YTGPG---T- =------ G--- ---SSPTVY- RYIDWLITVP KVCTNVGSGL ----FWRL-L GASLVMLVGG FIGETG- -
lgamma Hot 75m4 (B) ITGIAFWHYL -YMRGVWID- ST e-e-e - G--- ---DTPTVF- RYIDWLLTVP AACTSVAASL ----FKKL-L AGSLVMLGAG FAGEAG- -
lgamma EBAC31A08 (G) VTGIAFWHYM - YMRGVWIE - =T- ------ G--- ---DSPTVF- RYIDWLLTVP AAATNVAGSL ----FKKL-L VGSLVMLVFG YMGEAG- -
[SARSGE (G) VTGIALWHYL -YMRGVWVD - STe e G--- ---TSPTVF- RYIDWLLTVP RAVTDVAASL ----FYKL-F LGSLVMLVFG YMGEAG- -
[P.ubique HTCC1062 (G) VTGIAFIHYM -YMRDVWVM- “T- ----- G--- - ESPTVY- RYIDWLITVP AAVNKANSG! =----FWRL-M IGTLVMLIGG YLGEAG- -
[Pelagibacter sp. HTCC7211(B) VTGIAFIHYM -YMREVWVT- ST e G--- ---DSPTVY- RYIDWLITVP SAVGKANSGM ----FWRL-L LGSVVMLVGG YLGEAG- -
[gamma HTCC2207 (G) VTLIAAVHYF -YMRDVWVA - -T- ------ G--- ---TSPTVF- RYIDWLLTVP SAVTKVPAGV ----FWRL-L IGTIAMLGFG YAGEAG- -
G.pallidula (B) VTEIAAVHYF -YMRDVWVA - ST e Q--- ---TTPTVY- RYIDWLLTVP RAIGVASPGI ----FWRL-L LGTLVMLIPG YMAEAG- -
[D.donghaensis MED134 (G) ITFIAAVHYW -YMRDYWQA - “N- ------ A--- - ESPTFF- RYVDWVLTVP KVAG-AKKSL ----MWRL-1 FLSVVMLVTG YIGEA- --
[MedDCM-JUL2012-C3793 IVGIAAFHYY -YMRGVYID- ST e e G--- ---AVSTDY- RYMDWI ITVP GKDAITDNKV LGLGFTGVCF VGAIIMIAFG YLGEIG- - - -
[MedDCM-0CT2007-C1678 IVGIAAFLLL YYMRGVYID- =T ------ G--- ---AVSTDY- RYMDWI ITVP GKDAITDNKV LGLGFTGVCF VGALIMISFG YLGETG- -
Pop MGIl GG3 IVGIAAFHYY -YMRAVYTD- Bl I G--- ---TVSVEY- RYMDWIITVP GKEAITDSKF LGMGFTGICF TGALIMIGFG YLGESG- -
[MedDCM-OCT-526-C80 IVGIAAFHYY -YMRGVYTD- “L- ------ G--- - VVSVEY- RYMDWI ITVP GKDAITDAKF AGLGFTGICF TGALIMIGFG YAGEAG- -
Pop-1 MedDCM-OCT-508-C16 IVGIAAFHYY -YMRGVYAD- SF- e G--- ---VVSIEY- RYMDWIITVP GKEAITDKKV AGLGFTGICF TGALIMIGFG YLGEAG- - - -
[E. sibiricum 255-15 VTFVAAIHYY -FMKDAVGT- -S5- ------ GLLS EIDGFPTEI- RYIDWLVTTP GLKGRLGRPL ----LTKL-V IADVIMIVGG YIGESS- -
Exiguobacterium sp. AT1b VTFEVAAIHYY -FMKDAVGD- S e GLLS EITGFPTEIl- RYIDWLVTTP SLQGKMKTGL ----LTKL-1 IADIIMIVAG YLGESS- -
H. marismortui ATCC 43049 IAGIAASSYL -SMFFGFGL- =-------- TE VELVNGR--- ---VIDVYWA RYADWLFTTP GASNRDMASL - - =-=-=-=---- I TIDAFMIVTG LAATLM- - - -
230 240 250 260 270 280 290 300 310 320 330
o A S [ [ [ I | S A [ | . | | S A (. [ [ B A
Pop-2 HF10 3009 ISAIS--- DGMVWPLFAV GMLAWIYI 1Y EIWAG----- -EAKESVS-G ASEGTQFAFK AMALILTVGW AIYPLGFILG QGD------- ---GGT---- DNL-NILYNI
[Epi-2B MedDCM-JUL2012-C1059 - - AMN - - - EMVAW- - -Al GMAAWIYI 1Y EIWAG--- - - -DAKAAAN-N ASEGVQFAFT WMTYILTFGW AIYPIGYLYG AGTLGDN- - --PDT---- DML-NIVYNI
Epi-1 ERR598993-C1654 ATIAW---Al GMAAWIYIIY EIWAG----- -DAKKAAS-E ASEGVQFAFT WMTYILTFGW AIYPIGYLYG MDA--DA- - ---DGQ---- NML-NIVYNI
[MedDCM-0CT2007-C4997 ATIAW---Al GMAAWIYIIY EIWYG----- -DAKKAAG-D ASEGVQFAFT WMTYILTFGW AIYPIGYLYG MDA--DA--- ---DGQ---- NML-NIVYNI
Pop-3 HF70 19812 TEIWW---Al GMAGWGYILY ELWQG----- -DVKEASA-S GSDGVQFAFK AMRAIVTFGW AIYPLGYAMG NDMI-SG--- ---FDV---- DDM-NIIYNI
|Pop-4 HF70 59C08 TEIWW---Al GMAGWIYIIY EIFRG----- -SINDAAQ-K ASESVOQFAFN SMRWIVLVGW AIYPLGYMMG NDML-PG- - ---FGE---- NDM-NIIYNL
[Epi-2B ERR598983-C478 S1IWW---ML GMACWFYI 1Y EIFRG-=---- -EAAILNENS GNEAGQFAFQ ALKWIVTVGW AIYPIGYLYG LDE--TTILG VNISNTAYSP ELI-NIIYNL
[MedDCM-OCT-524-C2 SIVWW---TL GMVCWFYIIY EIFEG----- -EAAIINKNS GNEAGQFAFQ SLKWIVTVGW AIYPIGYLYG LDE--TTIFG VTITNTAYSV EVI-NIIYNL
[Epi-1 MedDCM-OCT-534-C62 SIVWW---TL GMICWFYI 1Y EIFRG----- -EAAIINKNS GNEAGQFAFQ SLKWIVTIGW AIYPIGYLYG LEA--TTILG VTISNTAYSV EAI-NIIYNL
[Epi-3 ERR598942-C530 SIVWW---1L GMMCWFYIIY EIFQG----- -EASIINKNS GNEAGQFAFQ SLKWIVTIGW AIYPIGYLYG LDE--TTILG ITISNTAYSV EAI-NIIYNL
MedeBAC49C08 VVVWW- - -1V GMIAWLY I IY EIFLG- -~~~ -ETAKANAGS GNAASQQAFN TIKWIVTVGW AIYPIGYAWG YFG--DG--- ---LNE---- DAL-NIVYNL
HF130 81H07 VTLGW---VI GMIAWLYI 1Y EIFFG----- -ETAAANAGS GNAASQQAFT TIKWIVTVGW AIYPLGYAIG YFG--GG--- ---VDA---- NSL-NIIYNL
[HF10 49E08 VGPAF---FV GMAGWIYIIY EIFKG----- -EASQINENS GNAASQQAFK TIRAIVTFGW AIYPIGYYLA YMG--GG- - ---TND---S ETL-NIVYNL
Jgamma EBAC20E09 (B) AMVCG---VI ATLAWLYIIY EVFSG----- -EAGKLNASS GNAAAQSAFG TIRLIVTVGW AIYPIGYWLA T-G--PG- - ---ADM---- ANA-NLIYNL
lgamma Hot 75m4 (B) VLPAF---11 GMAGWLYMIY ELYMG----- -EGKAAVS-T ASPAVNSAYN AMMMI IVVGW AIYPAGYAAG YLM--GG--- ---EGV--YA SNL-NLIVYNL
lgamma EBAC31A08 (G) AWPAF---11 GCLAWVYMIY ELWAG----- -EGKSACN-T ASPAVQSAYN TMMY I I IFGW AIYPVGYFTG YLM---G- - - LNL-NLIYNL
[SARS6E (G) AMPAF---11 GCLAWFYMIH TLWAG- - - - - -EGAQAKNAS GNAAVQTAYN TMMWI | IVGW AVYPVGYFMG YLA--GG- - - GAL-NLIYNL
[P.ubique HTCC1062 (G) TTLGF---VI GMAGWFYILY EVFSG----- -EAGKNAAKS GNKALVTAFG AMRMIVTVGW AIYPLGYVFG YMT--GG- - - SSL-NVIYNA
Pelagibacter sp. HTCC7211(B) ATLGF---11 GMAGWVYILY EVFSG----- -EAGKAAAKS GNKALVTAFG AMRMIVTVGW AIYPLGYVFG YLT--GG- - - ESL-NVVYNL
[gamma HTCC2207 (G) AKMAF ---1P SMAAWFY I IW EIFRG----- -EASQINAGL ANANVQKAYK TMTLLVTVGW SIYPLGYFFG YFM--GS- - VML -NVIYNV
[G.pallidula (B) ITVGF---VI GMLGWFYILY EIFYG----- -AAGKAAETV TSEAVKFAYN AMRWVVTVGW AIYPIGYVLG YMT--GT- - ESL-NIIYNL
D.donghaensis MED134 (G) AWLWG---L1 SGAAYFVIVY DIWLG- -~ - - -SAKKLAV-R AGGAVLSAHK TLCWFVLVGW AIYPIGYMAG TPGWYEGI - - LSL-DVVYNL
[MedDCM-JUL2012-C3793 ALAGL---VL GGVGWAMIM- -VATGLPFGL YDGKGVDNSK IKDELLWSAN ALRTFILVGW I IYPVGYLVG TGL--1G--- EIM-AILYNI
[MedDCM-0CT2007-C1678 EALGL---1L GGVGWAMIM- -VATGLPFGL YDGLGVDNSK IREELVWSTD ALRTFILVGW VIYPLGYLVG TEM--VD--- ---AG--=-= =-=-=-=-=---
Pop MGII GG3 AAGGWAGLIL GGVGWAMI |- -VATGTPWS- -SGKGVDNSK IAPELMWSAN ALRWFIVVGW I I1YPIGYLFS PGAELGL- - - ELL-AVFYNV
[MedDCM-OCT-526-C80 GYLGL---1L GGVGWAMI |- -VATGTPWS- -SGLGVDNSK IKDELKWSAD ALRWFIVVGW I IYPLGYLFS PQAEILD--- EAM-AVAYN |
JPop-1 MedDCM-OCT-508-C16 AIPAL---LL GGMGWAMIV- -VATGTPWT- -DGLGVDNSK IAPELMWSAN ALRWFIVVGW I IYPLGYLFS PEV--AL--- EIM-AVAYN I
E. sibiricum 255-15 TQLGLWSYLI GCFAWIYIIY LLETN----- ---VTKAAEN KPAPIRDALL KMRLFILIGW AIYPIGYAVT LFA--PG-- QLVRELIYNF
[Exiguobacterium sp. AT1b TQLGLWGYLV GCIAWIYIIY LLFTN----- ---VTKAAET SPPPIRKALL NMRLFILIGW AIYPIGYAVT LFA--TG--- QLVRELIYNV
IH. marismortui ATCC 43049 RYAFW---TI STIAMLFVLY YLV------- -VVVGEAASD ASEEAQSTFN VLRNIILVAW AIYPVAWLVG TEG--LGLVG L--FGE---- ----TLLFMI
K 340 350 360
. (IR | S Sl | .
Pop-2 HF10 3009 ADVVNK|TAFG MMVWYAATMD TKAAASEE-- - ---
[Epi-2B MedDCM-JUL2012-C1059 ADVVNKITAFG MMVWYAATID TAAEKSD--- ----
[Epi-1 ERR598993-C1654 ADVVNKITAFG LMVWYAATID TAAAESKE-- ----
[MedDCM-0CT2007-C4997 ADVVNKTAFG LMVWYAATID TAAAESKE-- ----
Pop-3 HF70 19812 ADLVNK[TAFG MMIWYAATMD AE--------
Pop-4 HF70 59C08 ADLVNKTAFG MMVWYAATMD TKAAAETE-- ----
[Epi-2B ERR598983-C478 ADLINK[TAFG VAIWIAAVKD TKESKGEQSF MF - -
[MedDCM-OCT-524-C2 ADLVN[KTAFG VAIWIAAIKD TKDSERTFMI - ---
[Epi-1 MedDCM-OCT-534-C62 ADLVNKITAFG VAIWIAAVKD TKDSERTFMI - - - -
Epi-3 ERR598942-C530 ADLVNKTAFG VAIWIAAVKD TKMSERTFMI - ---
ledeBAC49C08 ADLINKAAFG LAIWAAAMKD KETSTSHA-- - ---
HF130 81H07 ADLINKTAFG LAIWAAAKAD SEASYA---- ----
[HF10 49E08 ADLVNKIAAFG LAIWVAATSD SEQNA- R
lgamma EBAC20E09 (B) ADFINK[IAFG LAIYVAAVSD SE--- B
lgamma Hot 75m4 (B) ADFVNK|ILFG LI IWNVAVKE SSNA- L
lgamma EBAC31A08 (G) ADFVNK|[ILFG LI IWNVAVKE SSNA- B
[SARSGE (G) ADFINK[IILFG IVIWSAAVSD SNK- - . eee-
P.ubique HTCC1062 (G) ADFLNK|[IAFG LI IWAAAMSQ PGRAK- B
Pelagibacter sp. HTCC7211(B) ADFVN[K[IAFG LVIWAAATSS SGKRAK---- =----
lgamma HTCC2207 (G) ADFWN[K|[IAFG VVIWAAAVAD SE--------
[G.pallidula (B) ADFVN[K[TAFG LLIWYAATSE SQPMSVKQS- ----
Ip.donghaensis MED134 (G) GDAINK|[IGFG LVVYNLATIA SNTKSLEETA ----
K

MedDCM-JUL2012-C3793 ADMINK|IGFG VVAWMGAKKA SAMMS - e
MedDCM-OCT2007-C1678 - - - - - -|- - -KRW- - - - - - -eaa e e e e
Pop MGl GG3 ADIINK[IGFG |VAWMGAKKA TEALAAAE-- ----
[MedDCM-OCT-526-C80 ADI INK|[IGFG VVAWMGAKKA TEAMKA- - -- - ---
Pop-1 MedDCM-OCT-508-C16 ~ AD I INK|[IGFG VVAWMGAKKA TEALAAE--- ----
[E. sibiricum 255-15 ADLTNKVGFG LIAFFAVKTM SSLSSSKGKT LTS-
Exiguobacterium sp. AT1b ADLINKVGFG LIAFFAVKTI STQKQVKA-- ----
H. marismortui ATCC 43049 LDLTAK|[IGFG FILLRSRAIV GGDSAPTPSA EAAD




Supplementary Figure S17
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Supplementary Figure S18
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Supplementary Figure S19
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