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Figure S2. Active regulation of the AHR gene in aortic and coronary artery tissues.

(A) eQTL SNPs for the AHR gene from coronary artery tissues obtained from GTEX. (B) eQTL SNPs
for the AHR gene from coronary artery tissues obtained from GTEX. The AHR locus shows active
regulation of AHR gene expression by variants distributed throughout the locus with multiple regulatory
regions that influence expression of AHR in these tissues.
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