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Figure S3.  Non-complementary (D3) and two base mismatch (D2) oligomer target sequences 

annealed with the PNA-FL probe and digested with S1 nuclease (0.5 units/µL, 37oC, [PNA-

FL/ssDNA]=2×10-6 M) in S1 buffer and quenched with 10 mM EDTA.  Reaction samples were 

taken 20 and 40 minutes after S1 addition and heated to 90oC for 10 minutes in the presence of 

urea loading buffer before loading on a pre-warmed, 20% denaturing polyacrylamide gel run at 

constant power (30 W).  Both 14 and 28 base single stranded oligonucleotides were run as 

standards (S) and the gel was visualized via SybrGold staining (λex=365 nm). 

 
 

 


