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Table Abundance and prevalence of bacterial genera of root canal infections

All teeth (N = 23) Apical samples (N = 22) Coronal samples (N = 23)

Phylum Genus or higher level % Abundance Prevalence % Abundance Prevalence % Abundance  Prevalence
Bacteroidetes Prevotella 12.74 23 13.08 22 1242 22
Firmicutes Lactobacillus 1118 21 741 16 1479 19
Actinobacteria Actinomyces 747 23 439 21 1042 23
Fusobacteria Fusobacterium 720 23 9.33 21 5.16 22
Actinobacteria Atopobium 6.94 21 414 19 9.61 19
Firmicutes Streptococcus 439 23 462 19 417 23
Fusobacteria Leptotrichia 432 22 6.56 18 217 20
Bacteroidetes Phocaeicola 345 14 3.65 12 326 14
Synergistetes Pyramidobacter 285 6 3.66 4 207 4
Bacteroidetes Porphyromonas 2.68 19 321 15 2.18 16
Firmicutes Clostridiales Family XlII 250 20 297 18 205 17
Bacteroidetes Alloprevotella 237 17 221 12 252 12
T™7 Phylum TM7 192 18 1.62 13 221 18
Actinobacteria Actinobaculum 172 16 130 13 212 15
Firmicutes Parvimonas 159 22 224 20 097 19
Firmicutes Dialister 158 21 1.88 18 130 21
Firmicutes Pseudoramibacter 157 19 1.28 15 186 17
Actinobacteria Corynebacterium 153 17 120 12 183 12
Firmicutes Veillonella 142 21 1.64 18 121 21
Firmicutes Peptostreptococcus 141 12 198 11 0.87 12
Actinobacteria Olsenella 138 21 139 18 136 20
Firmicutes Filifactor 1.38 16 145 14 131 14
Firmicutes Anaeroglobus 129 16 181 13 079 12
Firmicutes Selenomonas 124 23 142 21 1.07 20
Actinobacteria Propionibacterium 116 16 133 13 1.00 16
Spirochaetae Treponema 1.04 19 141 17 0.70 15
Euryarchaeota Methanobrevibacter 1.02 11 079 8 123 9
Proteobacteria Campylobacter 0.89 20 135 18 0.44 18
Proteobacteria Lautropia 083 9 029 7 135 9
Firmicutes Oribacterium 0.83 20 124 19 043 18
Firmicutes Mogibacterium 0.81 20 1.23 18 0.42 18
Bacteroidetes Tannerella 0.71 19 0.96 16 047 15
Actinobacteria Rothia 0.61 20 0.21 15 1.00 17
Synergistetes Family Synergistaceae 0.41 18 0.48 16 035 14
Synergistetes Fretibacterium 0.38 16 0.40 14 0.36 13
Actinobacteria Scardovia 0.38 18 0.21 12 054 15
Actinobacteria Parascardovia 0.34 14 043 9 026 11
Chloroflexi Family Anaerolineaceae 0.32 12 0.33 10 0.30 10
Bacteroidetes Capnocytophaga 029 12 032 10 027 9
Firmicutes Family Veillonellaceae 0.24 18 0.27 14 0.21 15
Bacteroidetes RC9 gut group 022 12 0.28 10 0.17 12
Actinobacteria Bifidobacterium 021 12 0.09 7 0.32 10
Firmicutes Shuttleworthia 0.20 16 025 11 0.15 13

Firmicutes Lachnoanaerobaculum 0.19 13 0.26 12 0.13 12
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