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FIG S3. CAP alters the abundance of cecal butyrate-producing bacteria and fecal SCFA 
concentrations. qPCR analysis showing the abundance (gene copies) of Clostridium cluster IV (A) and 
Clostridium cluster XIVa (B). Fecal concentration of acetate (C) and propionate (D). Data are 
expressed as mean ± SEM. Data with different superscript letters are significantly different (P < 0.05) 
using one-way ANOVA with a post hoc Bonferroni’s multiple comparison test. 
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