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Figure S1:  Overall fold of sweet potato PAP.  The polypeptide is coloured from blue (amino 

terminal end of subunit A) to red (carboxy terminal end of subunit B).  The bound phosphate is 

depicted as a ball-and-stick and the metal ions as spheres (Fe dark red, Mn silver). 

 

Sweet potato PAP consists of two identical polypeptides of 435 amino acid residues (20). 

The asymmetric unit consists of two polypeptide chains, 190 water molecules, 21 carbohydrate 

molecules, two phosphate molecules, two Fe and two Mn nucleii. One subunit (A) shows 

continuous electron density from the amino terminal end to W424 and the other subunit (B) shows 

continuous electron density from the amino terminal end to S426. Amino acids L1, N62, S63, K64 

in both subunits and K67 in subunit B do not show any density for the side chains and so were 

modelled as Ala. The two polypeptides in the asymmetric unit are structurally indistinguishable; 

the only region where there is significant variation from this value is between amino acids S63 and 

A68, where the temperature factors reach a maximum of 80 Å2. This segment of polypeptide is at 

the bottom of the N-terminal domain. The metal ions are well resolved in both subunits (see text). 

The low temperature factors for the Mn ions imply a high occupancy for these sites. Metal analysis 


