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Supporting Information:

Fig. S1. Sequence analysis defines a novel family of adenylate kinases.

Structure-based multiple sequence alignment of eukaryotic AK6 homologs.  The

sequences, searched using EMBL-EBI FASTA (http://www.ebi.ac.uk/fasta33/), are

human (AAF14860), rabbit (AAF09498), mouse (NP_081868), rat (XP_215465),

rice (BAC84255), Arabidopsis(BAC42255), Drosophila  (NP_610797), C.elegans

(NP_496065), Fission-yeast (T41637), and Baker ’s yeast (NP_010115).  The

percentage sequence identities between the human and the other AK6s are shown

in brackets following the organism names.  Some AK6 sequences such as rice,

Arabidopsis ,  C. elegans ,  and Baker ’s yeast (Fap7p) contain nuclear location

sequence (NLS) at the N-terminus, this region has been labeled as NLS.


