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Fig. S3. Structural comparison of human AK6 with other AKs.   (A)  Cα  traces of

superposed human AK6 with AK1 (3adk, porcine), AK2 (2ak2, bovine) and AK3

(2ak3, bovine), color scheme is indicated. Cα  atoms of the five parallel  stands in

the CORE regions were used for the root-mean-square deviation (rmsd)

calculations.  (B)  The superposition of the active sites of the human AK6 with

that of an ‘open form’ of porcine AK1 (3adk) and of the AK from S.

acidocaldarius,  AKsa (PDB ID 1NKS-E).  


