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Supplemental Fig. 8. Transcription factor binding sites in the PDE1B1 and PDE1B2

promoters.  Potential binding sites of transcription factors likely involved in monocyte

differentiation were identified using several search programs and are mapped in the 2,000

bp upstream of the PDE1B1 (A) and 800 bp of the PDE1B2 (B) translational start sites.

Factors previously demonstrated to be G M-CSF activated are underlined.  The

transcriptional start sites of the PDE1B variants are also identified (+1).


