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gene significance measure effect size
—— lymphocyte score greater
—— primary vs metastasis smaller

UV signature
post—accession survival
— vemurafenib resistance

prioritised variant genes module 3

ABCB1 - multidrug resistance protein

ADAMDEC1 - desintegrin metalloproteinase

CD1C - T-cell surface glycoprotein

FMO3 - involved in oxidative metabolism of xenobiotics
IKZF3 - transcription factor of lymphocyte development
LILRA4 - leukocyte immunoglobulin-like receptor
PRDML1 - repressor of beta—interferon expression
TRAT1 - T—cell receptor transmembrane adaptor




