
Additional file 3: Ineffectiveness of 87mRNA associated with response to ABA/MTX to 

predict response to adalimumab or etanercept. Hierarchical clustering performed with 87 

mRNA associated to MTX/abatacept response were performed with two independent cohorts of 

RA patients treated by adalimumab or etanercept. (A) Nineteen RA patients were enrolled in 

adalimumab study including 11 responders (R ) and 8 non-responders (NR). (B) Eleven RA 

patients were enrolled in etanercept study including 5 R and 6 NR. Pearson coefficient metric 

was used to obtain the dendrograms. Adalimumab or etanercept transcriptomic data were 

obtained in the same conditions and processed as abatacept transcriptomic data (4x44K whole 

human genome microarrays from Agilent). Values were expressed as a fold change (RA 

patient/healthy control). 
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