Attachment A.

The attachment display gene expression maps of gene sets with specific expression
patterns. On top of every diagram is a hierarchical tree based on cDNA micro-array
analysis of the expression of 2162 genes in a set of cell lines as indicated. Each
individual hybridization experiment is represented by the name of the cell line and the
number of the experiment. THP-1 is a human myeloma cell line, HeLLa a human
epithelial cell line, Nalm6 and KM3 represents human pre-B lymphoma. SY
represents the neuroblastoma cell line SH-SY5Y and SK the neuroblasoma cell line
SK-N-BE(2)c. Red represent high expression of the gene as compared to the pooled

control RNA while green indicates low expression.

Scans were analyzed using GenePix Pro versions 4.0.1.9 and 4.1.1.4. BioArray
Software Environment (BASE) (Saal et al. Genome Biology 2002,
3(8):software0003.1-0003.6). The settings for the analysis presented were
Background Correlation: Mean FG - Mean BG, Spot filter: (Raw) SNR chl mean > =
2, (Raw) SNR ch2 mean > = 2, (Raw) Flags = 0, (Raw) Spot diameter > = 40,
Normalization: Lowess, Reporter filter: in # of assays = 16, Analysis: Hierarchial

clustering (reporter)



Genes overexpressed in Epithelial (HeLa) cells
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435219 MAX interacting protein 1

206616 hypothetical protein FLJ21174

161983 CCAAT/enhancer binding protein (C/EBF), beta

270558 mitochondrial ribosomal protein 530

3093864 jun B proto-oncogene

246620 spermatid perinuclear RMA binding protein

136303 RAB40C, member RAS oncogene family

384867 eukaryotic translation initiation factor 5

182579 Multiple unigene’s : 182248 & 310781

B2R284 hypothetical protein MGCHR508

951117 serine hydroxymethyltransferase 2 (mitochondrial)

BhE454 solute carrier family 3 (activators of dibasic and neutral amino acid transport), member 2

755578 solute carrier family 7 (cationic amino acid transporter, y+ system), member 5

198855 DEAD (Asp-Glu-Ala-Asp) box polypeptide 17

2313852 homocysteine-inducible, endoplasmic reticulum stress-inducible, ubiquitin-like domain member 1
2316441 ras homolog gene family, member C

1637282 hexokinase 2

795606 hypothetical protein MGC5309

714437 sema domain, immunoglobulin domain (lg), transmembrane domain (TM) and short cytoplasmic domain, (semapharin) 4B
428952 Homao sapiens clone DNAT00312 W38W1971 (UNQ1971) mRNA, complete cds

246304 BTG family, member 3

TGBG644 POM (FOM121 homolog, rat) and ZFP3 fusion

2566917 zona pellucida glycoprotein 3 (sperm receptor)

292519 peroxiredoxin 5

261473 Homo sapiens hypothetical protein LOC339929, mRMNA (cDMNA clone IMAGE:4820887), partial cds




Ll

PSR bop Rlatohof
e i E
TIF Z2m2
== =
209353
1540418
151755
241008
280356
21
1
712436
529147
770954
1611222
897582
605178
13178

Genes overexpressed in Epithelial and Pre-B lymphoma cells

interferon regulatory factor 3

nuclear ubiquitous casein kinase and cyclin-dependent kinase subsirate
hypothetical protein FL120445

guanylate binding protein 1, interferon-inducible, 67kDa

MAD, mothers against decapentaplegic homolog 2 (Drosophila)

WVAMP (vesicle-associated membrane protein)-associated protein A, 33kDa
RMA, U22 small nucleolar

BC DDF 4 D12 MM_003574 VAMF (vesicle-associated membrane protein)-associated protein Afvesicle fussion)

Multiple unigene’s : 522897 & 147324

vacuolar protein sorting 26 (yeast)

protein phosphatase 1, regulatory (inhibitor) subunit 158

Homo sapiens cOMA clone IMAGE 4824423, with apparent retained intron
eukaryotic translation initiation factor 2, subunit 3 gamma, 52kDa
eukaryoltic translation initiation factor 2, subunit 3 gamma, 52kDa
eukaryotic translation initiation factor 2, subunit 3 gamma, 52kDa
Rho-GTPase activating protein 10

serinefarginine repetitive matrix 2



Genes overexpressed in Neuroblastoma cells
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243110 GDP dissociation inhibitor 1
844703 KH domain containing, RMA binding, signal transduction associated 3
810092 pleckstrin homolagy, Secy and coiled-coil domains 2 (cytohesin-2)
4693649 polymerase (RMNA) I (DMA directed) polypeptide E, 25kDa
BC DOX 6 C01 XM_009475 S-adenosylhomocysteine hydrolase (AHCY)(methylation)
814086 RMA, U3 small nucleclar interacting protein 2

phosphaorylase, glycogen; brain

excision repair cross-complementing rodent repair deficiency, complementation group 1 (includes overlapping antisense sequence)
exosome component Rrpd6

hypothetical protein HSFC109

hypothetical protein HSPC109

Multiple unigene’s : 28368 & 438912

EIC DOX 4 HOS AF347014 163 ribosomal RNA(mitochondria gene)

BC TAX 4 GOT -

4800502 casein kinase 2, alpha 1 polypeptide

BC TAX 4 B11 AF347014 165 ribosomal RNA(mitochondria gene)




Genes overexpressed in Myeloid leukemia and Pre-B lymphoma cells
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BC TAX 2 HOS
24208
299465
250619
418004

TOETA
TOET
785710

thymopuoietin
nucleoporin 50kDa
core-binding factor, beta subunit

spectrin SH3 domain binding protein 1

hypothetical protein similar to RMNA-binding protein lark

SWI/SMF related, matrix associated, actin dependent regulator of chromatin, subfamily f, member 1
R3H domain (hinds single-stranded nucleic acids) containing

heat shock transcription factor 2

methyl-CpG binding domain protein 1

decapping enzyme hDcp2

hypothetical protein BC014003

hypothetical protein DKFZp761B1514

solute carrier family 25 (mitochondrial carrier, Aralar), member 12

lamin B receptor

lamin B receptor

nucleosome assembly protein 1-like 1

sorting nexin 4

cyclin G associated kinase

achaete-scute complex-like 1 (Drosophila)

cysteine and histidine-rich domain (CHORD }-containing, zinc binding protein 1

tripin

splicing factor, arginine/serine-rich 14

RMA binding motif protein 5

caspase 3, apoptosis-related cysteine protease

chromosome 6 open reading frame 55

nuclear receptor subfamily 2, group C, member 2

helicase with zinc finger domain

B lymphoma Mo-MLV insertion region (mouse)

KIAA1025 protein

rhofrac guanine nucleotide exchange factor (GEF) 2



THP-1b-3
THP-1-1
Hela3
Hela1
Hel a2
NalmE-3
NamBb-3
Nalme-1
KM31
KMa2
gY-2
-1
8K-1
SK-2
SK-3

358713
271398
281632
2321318
282162
241648
782385
855406
376214
472163
884606
2543085
704905
235809
83011
325014
443386
771010
33203
322641
868575
396045
1599489
129392
460899
1567676

Genes overexpressed in Myeloid leukemia cells
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signal recognition particle 72kDa

hypothetical protein MGC54289

NS1-associated protein 1

ras homolog gene family, member T1

Homo sapiens cDNA FLJ27052 fis, clone SPLO0459
hypothetical protein KIAA1434

Multiple unigene's : 106909 & 9018

Homo sapiens cDNA: FLJ22541 fis, clone HS100130
mitochondrial ribosomal protein L43

syntaxin 16

DnaJ (Hsp40) homolog, subfamily C, member 3
interleukin 17 receptor

RAP1A member of RAS oncogene family

START domain containing 4, sterol regulated
ribosomal protein 54, Y-linked

pre-B-cell leukemia transcription factor 3

pre-B-cell leukemia transcription factor 3

huntingtin interacting protein 1

pleckstrin homology, Sec? and coiled-coil domains 4
hypothetical protein DKFZpE67B0210

delta sleep inducing peptide, immunoreactor

aminoadipate-semialdehyde dehydrogenase-phosphopantetheinyl ransferase

short coiled-coil protein
hypothetical protein LOC338692
pleiomorphic adenoma gene-like 2

491237
278938
1405689
290111
306444

Homo sapiens transcribed sequence with moderate similarity to protein refMP_071431.1 (H.sapiens) cytokine receptor-like factor 2; cytokine receptor CRL2 precusor [Homo sapiens]
hydroxysteroid (17-beta) dehydrogenase 12

p21/Cdc42/Rac1-activated kinase 1 (STE20 homolog, yeast)

Homo sapiens mRMNA; cONA DKFZp564F 142 (from clone DKFZp564P142)

TAF11 RNA polymerase I, TATA box binding protein (TBP }-associated factor, 28kDa

502142
884414
128351
781704
325522
843139

sin3-associated polypeptide, 30kDa

nischarin

WD repeat domain 26

high mobility group nucleosomal binding domain 3
high mobility group nucleosomal binding domain 3
copine |



Genes overexpressed in Neuroblastoma and Pre-B leukemia cells
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WW domain binding protein 1

polymerase delta interacting protein 45

prostaglandin 12 (prostacycling synthase

Multiple unigene's : 171626 & 6834

fascin homolog 2, actin-bundling protein, retinal (Strongylocentrotus purpuratus)
cell cycle progression 2 protein

vesicle amine transport protein 1 homolog (T californica)

peroxisomal membrane protein 3, 35kDa (Zellweger syndrome)

uridine monophosphate kinase

hypothetical protein BCO08647

hypothetical protein HSPC268

heat shock 70kDa protein 8

nudix (nucleoside diphosphate linked moiety X)}-ype motif 1

cytochrome ¢ oxidase subunit VIa polypeptide 1

ATP synthase, H+ transporting, mitochondrial F1 complex, gamma polypeptide 1
BC DDP 5 H11 AF347015 ATP synthase B(energy-generating)

BC TAX 4 A12 MNC_001807 cytochrome ¢ oxidase subunit lli{apoptosis)

BC TAX 5 B08 MNC_001307 COlll{apoptosis)

BC DDP 4 B0O1 AF254396 cytochrome bienergy generating)

242784 solute carrier family 25 (mitochondrial carrier; phosphate carrier), member 2

M 0O RO = B QO

=] 0O & B3RS




Genes overexpressed in Neuroblastoma cells
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mitofusin 1

rinosomal protein S16

Multiple unigene's : 448230 & 356050
hypothetical protein MGC2744

tenascin XB

malate dehydrogenase 2, NAD (mitochondrial)

cell death-regulatory protein GRIM19

ATPase, H+ transporting, lysosomal 56/58k0Da, V1 subunit B, isoform 2
eukaryotic translation initiation factor 4E-like 3

Multiple unigene's | 77324 & 6455

adenosine monophosphate deaminase 2 (isoform L)

RAB1B, member RAS oncogene family

striatin, calmodulin binding protein 4

necdin-like 2

solute carrier family 5 (sodium-dependent vitamin transporter), member &

non-metastatic cells 1, protein (NM234) expressed in
BC TAX 2 C02 MM_000289 non-metastatic cells 1 protein (NM23A) expressed in (NME1)(metastasis)

884657 translocase of inner mitochondrial membrane 8 homolog B (yeast)

BC DDP 3 A08 MM_005005 MADH dehydrogenase (ubiguinone) 1 beta subcomplex 9(nuclear-encoded mitochondria gene energy-genetating)
Multiple unigene's : 71962 & 165438

solute carrier family 4, anion exchanger, member 2 (erythrocyte membrane protein band 3-like 1)
solute carrier family 4, anion exchanger, member 2 (erythrocyte membrane protein band 3-like 1)
microspherule protein 1

Multiple unigene's : 71787 & 325631

solute carrier family 35, member B1

Homo sapiens mRMNA; cONA DKFZp58BA0T22 (from clone DKFZp5B6A0T22)

GMNAS complex locus

B-cell CLLAymphoma 6 (zinc finger protein 51)

nuclear transport factor 2

nucleolar protein family A, member 2 (HIACA small nucleolar RMPs)

interleukin 22 receptor, alpha 1

etoposide induced 2.4 mRMNA

dynactin 3 (p22)

LIM domain binding 1

hypothetical protein MGC5139

adaptor-related protein complex 1, gamma 1 subunit
Est1p-like protein B

eukaryotic translation initiation factor 2B, subunit 4 delta, 67kDa
sorcin

dolichyl-phosphate mannosyltransferase polypeptide 3




THP-1 &3
THP-1 b3
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Genes overexpressed in Neuroblastoma (SK) and Epithelial (HeLA) cells

280740
BC TAX 2 AD4
BC TAX1F11

BC DDP 2 C03

ArAT
0043

BC DDP 2 FO7

810942
840506
2018154

BC DOX 5BOY
154749

c-myc promoter-binding protein

M33187 glyceraldehyde-3-phosphate dehydrogenase(energy-generating)
M33187 glyceraldehyde-3-phosphate dehydrogenase(energy-generating)
myosin, light polypeptide 6, alkali, smooth muscle and non-muscle
hypothetical protein MGC2747

mitochondrial ribosomal protein L43

FAST kinase

interleukin-1 receptor-associated kinase 1

proteasome (prosome, macropain) subunit, alpha type, 7

MM_000101 cytochrome b-245(energy generating)

ATPase, Ma+/K+ transporting, alpha 1 polypeptide

homaolog of yeast Tim5a0

mitochondrial ribosomal protein S16

ubiguinol-cytochrome c reductase core protein |

ribosomal protein L35

Fas (TMFR3FE)-associated via death domain

HS1 binding protein

polymerase (RMA) Il (DMA directed) polypeptide L, 7.6kDa
M-myristoyltransferase 1

ribosomal protein L7 a

rinosomal protein L35

XM_005579 ribosomal protein L35(protein synthesis)

jun D proto-oncogene

D-dopachrome tautomerase

ATP synthase, H+ transporting, mitochondrial FO complex, subunit f, isoform 2
mitochondrial ribosomal protein S12

SKB1 homolog (S. pombe)

ATP synthase, H+ transporting, mitochondrial F1 complex, beta polypeptide
didn t sequence

neighbor of COX4

MADH dehydrogenase (ubiguinone) flavoprotein 1, 51kDa

BCO01601 glyceraldehyde-3-phosphate dehydrogenase(energy-generating)
Homo sapiens cDMA FLI35270 fis, clone PROST2005630.

translocase of outer mitochondrial membrane 34

isocitrate dehydrogenase 3 (NAD+) gamma

apoptosis related protein APR-3

electron-transfer-flavoprotein, beta polypeptide

dolichyl-phosphate (UDP-MN-acetylglucosamine) M-acetylglucosaminephosphotransferase 1 (GlcNAc-1-FP transferase)
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Genes overexpressed in Pre-B lymphoma cells

transcription factor 4

ubiquitin-like 1 (sentrin)

Multiple unigene's : 77897 & 502532

phosphoribosylaminoimidazole carboxylase, phosphoribosylaminoimidazole succinocarboxamide synthetase
ubiguitin-conjugating enzyme E2N (UBC13 homaolog, yeast)

chromosome 10 open reading frame 7

bromodomain adjacent to zinc finger domain, 18

high mobility group nuclecsomal binding domain 4

Ewing sarcoma breakpoint region 1

zinc finger protein 161

BCL2-like 13 (apoptosis facilitator)

CTD (carboxy-terminal domain, RMNA polymerase |l, polypeptide A) small phosphatase 2
hypothetical protein MGC15396

syntaxin &

thyroid hormone receptor-associated protein, 240 kDa subunit

POM121 membrane glycoprotein (rat)

cell division cycle 42 (GTP binding protein, 25kDa)

cell division cycle 42 (GTP binding protein, 25kDa)

hypothetical protein FLJ10726

Homo sapiens similar to DMA-binding protein (LOC375708), mMRMA
phosphoribosylaminoimidazole carboxylase, phosphoribosylaminoimidazole succinocarboxamide synthetase
heterogeneous nuclear ribonucleoprotein C (C1/C2)

protein phosphatase 2 (formerly 2A), regulatory subunit A (PR 65), beta isoform
speckle-type POZ protein

START domain containing 7

high-mability group protein 2-like 1

START domain containing 7

chromosome 5 open reading frame 7

caspase 2, apoptosis-related cysteine protease (neural precursor cell expressed, developmentally down-regulated 2)
makaorin, ring finger protein, 1

small nuclear ribonucleoprotein D3 polypeptide 18kDa

thyroid hormone receptor-associated protein, 150 kDa subunit

pinin, desmosome associated protein

M-phase phosphoprotein &

Multiple unigene’s : 507983 & 380857

heterogeneous nuclear ribonucleoprotein M

pantothenate kinase 2 (Hallervorden-Spatz syndrome)

host cell factor C1 (VP 16-accessory protein)

H24 histone family, member £

M-phase phosphoprotein &

Homo sapiens similar to DEADH (Asp-Glu-Ala-Asp/His) box polypeptide 11; DEADIH box-11 (CHL1-related helicase gene-1

hypothetical protein MGC40195
transformationftranscription domain-associated protein

) yeast CHL1 homolog (LOC338812

), mMRMNA



Genes down regulated in SK Neuroblastoma cells
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small nuclear RMA activating complex, polypeptide 3, 50kDa

general transcription factor lIH, polypeptide 2, 44kDa

RMA binding motif protein 16

HF1-BPT74

BC DDF 5 D03 (unknown)

nuclear cap binding protein subunit 2, 20kDa

karyopherin (importin) beta 3

Multiple unigene’s : 435795 & 149353

MNADH dehydrogenase (ubiquinone) 1 beta subcomplex, 2, 8kDa

protein kinase, cAMP-dependent, regulatory, type |, alpha (tissue specific extinguisher 1)
M&1-associated protein 1

CCR4-MNOT transcription complex, subunit 8

zinc finger protein 8 (a cellular retroviral nucleic acid binding protein)

Homao sapiens similar to ARF GTPase-activating protein (LOC143158), mRMNA
340558 actin related protein 2/3 complex, subunit 5, 16kDa

BC DDF 1 FO5 U41743 nucleophosmin-retinoic acid receptor alpha fusion protein NPM-RAR short form mRMNA{oncogene transcriptional activity)
BC DDF 2 B10 U41743 nucleophosmin-retinoic acid rec(oncogene transcriptional activity)

BC DOX 6 FO6 NM_002520 nucleophosmin (nucleolar phosphoprotein B23 numatrin)(RMA processing)
878640 high-mobility group box 3

Homo sapiens mRMA, cDNA DKFZp31301721 (from clone DKFZp31301721)
Multiple unigene’s : 500522 & 511425

Serine racemase

heterogeneous nuclear ribonucleoprotein A1

HF1-BP74

heterogeneous nuclear ribonucleoprotein D-like

nuclear receptor subfamily 2, aroup C, member 2

protein phosphatase 1, catalytic subunit, gamma isoform

transmembrane protein 1

hypothetical protein BCO16005

MADS box transcription enhancer factor 2, polypeptide D (myocyte enhancer factor 2D)
Homo sapiens similar to UNR protein (LOC345463), mRMNA

SFRS protein kinase 1

comparative gene identification transcript 94

KIAAD907T protein

H3 histone, family 3B (H3.3B)

kinesin heawvy chain member 2

KIA%1041 protein

AF0TT7615 TGF beta inducible nuclear protein TINP1{unknown)

Homo sapiens transcribed sequences

nucleoporin 153kDa

mitochondrial elongation factor G1

Multiple unigene’s : 69855 & 260523

hypothetical protein MGC11061

ribosomal protein 524

peptidase (mitochondrial processing) beta

DKFZP5E4M182 protein

cystinasis, nephropathic

4
1
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705274
2259865
243549
163650
2556526
247370
625786
138558
294089
118914
970591
128883
241432
120423
2516736
47475
1088345
824533

Genes overexpressed in Pre-B lymphoma cells

diacylalycerol kinase, delta 130kDa

w-myb myeloblastosis viral oncogene homaolog (avian)
tetratricopeptide repeat domain 7

Down syndrome critical region gene 1

Homo sapiens, clone IMAGE 4365966, mRMA
phosphoinositide-3-kinase adaptor protein 1
Hermansky-Pudlak syndrome 4

Homo sapiens similar to MGC9515 protein (LOC374705), mRMNA
high-mobility group box 1

Multiple unigene’s : 502564 & 416385

chromosome 5 open reading frame 13

Homo sapiens cOMNA FLJ14633 fis, clone NTZRP2000938.
nuclear autoantigenic sperm protein (histone-binding)
cytoplasmic FMRE1 interacting protein 2

35100 calcium binding protein A7 (psoriasin 1)
tetratricopeptide repeat domain 7

BCDOX5D11 -

1871739



