Supplementary File 2.

Boxplots of log2 significant (P<0.05) differentially expressed genes in selected pathways. Kruskal-Wallis
test was used for significance test between subgroups. C: Clear Cell, E: Endometrioid, M: Mucinous, S:
Serous.



Chromatin Organization
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Chromatin Organization
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Chromatin Organization
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Chromatin Organization
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PI13K/AKT Signaling in Cancer
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PI13K/AKT Signaling in Cancer
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RAF MAP kinase cascade
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RAF MAP kinase cascade
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RAF MAP kinase cascade
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RAF MAP kinase cascade
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Rho GTPase Cycle
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Rho GTPase Cycle
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Rho GTPase Cycle
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Transcriptional regulation by the AP2/TFAP2 family of transcription factors
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