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Reviewer Comments to Author:

The sequence data derived by the authors appears to be of high quality, with good coverage and
support from multiple, individual data sets rather than the use of pools. This data will prove a good
resource for researchers investigating breed-specific SNPs, as well as expanding the available non-
commercial genome resources for the chicken.

In general the manuscript reads well, with clear methodology. My comments 1-8 are largely to do with
sentence structure and consistency of abbreviations, rather than any strong issues with the science. |
feel the manuscript would benefit from some more careful contextualisation of the results and some
clear concluding remarks stressing the wider relevance of this data.

The additional file with this manuscript is clear and informative. At this stage | cannot seem to access the
raw data on NCBI - the accession number is not found. Reviewer access would be appreciated, just to
check the clarity of sample naming etc.

Specific comments (there were no line numbers, but the comments follow through the manuscript
sequentially):

1. The sentence describing the filtering thresholds for read removal does not read well. Perhaps start
with "Reads were removed if..." otherwise some of the filtering reasons are not in the correct tense.

2. The additional NGS data should be described in a separate paragraph to keep it separate from the
sequencing the authors completed. It could remain in the same section, but it should be clearly
separate.

3. The programs referenced in the three 'Data generation and analysis' sub-sections do not all have the
program version used. These should be added in just as they have been for GATK and EIGENSOFT. |
would also recommend having the web address for Picard as a reference, rather than in text.

4. The method for SNP calling is clear, but rather than simply stating the command parameters used, it
would be useful to specifically state why their inclusion was necessary/required/recommended.

5. In the second sentence of 'Findings' explain the RJF abbreviation to the reader, then use the
abbreviation consistently. In the next line you go back to using "red jungle fowl".

6. State explicitly that the wild RJF birds are being used as the "ancestry population".



7. As you have already defined the genome assembly and various acronyms in the 'Data Description’
section, you do not need to do so again here. Additionally, if you wish to give the full name for BWA this
should have been done in 'Data Description' section rather than here. | would also suggest that SNP
should be defined in the subheading used in 'Data Description' rather than in 'Findings'.

8. Explain the abbreviation "TC" in terms of sampling locations.

9. You mention a phylogenetic analysis using NJ and that it is similar to the PCA data you show.
However, | don't see the phylogenetic data in the figure? This is also not mentioned in the 'Data
generation and analysis' section.

10. Are the differences in genetic diversity significantly different? The Ow values are effectively the same
in the domestics, but different to the RJFs, but the 8m values are largely similar, with the RIF more like
the TC than other domestics. Can you comment on this further?

11. You say that "changes in regulatory sites may have played a prominent role" - could you overlap your
SNPs with known regulatory regions to confirm this? Or perhaps model how many SNPs you would
expect in intergenic/coding regions and see if your proportions differ significantly? Approximately half
the chicken genome is intergenic, so perhaps your data matches random SNP accumulation, rather than
the importance of intergenic SNPs for breed diversification.

12. The abstract gives a conclusion about the use and scope of this data. A concluding remarks section
should also be included in the main manuscript body to round off the data note and give the reader
appropriate context.
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