GO Terms

L L

DMA metabolic process-

transmembrane transport -

&7

signal transduction -
regulation of transcription, DNA-templated - o8
caellular protein medification process - —————————& 10
single-organism organelle organization- ————®87
phosphate-containing compound metabolic process- ————87
organonitrogen compound biosynthetic process- ———® 11
amide biosynthetic procesg - ———a7
response to abiotic stimulus - L 173
monocarboxylic acid metabolic process- ——@7
response to chemical- ———®89
cellular response o siress- ——— 88
carboxylic acid biosynthetic process- ——99
chromosome organization- ————7
organic substance transport- ——®6
cellular localization- ——®&
macromolecule localization- —@6

ATP binding -

DMA. binding -
ligase aclivity - ——————85
ATPase activity, coupled - - &7
oxidoreductase activity- ——8&
transition metal ion binding- ——— 86
protein binding- ———&5
secondary active transmembrane transporter aclivity - 85

transferase activity, transterring phosphorus-containing groups - ——#5

hydrolase activity, acling on ester bonds- —85

integral component of membrane -
plasma membrane - *
cytoplasmic part-
protein complex- ———®
intracellular non-mambrane-boundad organalle - ——»
nuclear luman - —&
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