Variant mean(B,) | SD(B,) | mean(SEg)
Singleton 1.4-107* 1.00 1.00
Doubleton 1.0-107* 0.71 0.71
SNV with MAC = 10 1.0-107* 0.32 0.32

S1 Table. Descriptive statistics of (restricted) maximum likelihood estimates from linear regression
model under the null hypothesis.

Datasets were generated from the null model described in scenario 0 in Table 1 with size n = 1,000 for
m = 10,000,000 replicates. The table shows the mean and standard deviation of the SNV effect
estimates and the mean of the corresponding standard error estimates, for the 132,797,000 singletons
in all replicates, the 41,341,000 doubletons in all replicates, and the 2,985,000 SNVs with 10 observed

minor alleles (minor allele count MAC = 10).



