
  Q ss_pred             HHHHHHHH-hCCCCCCCCCCCCHHHHHHHHCHH
  Q 1t11 1-170:      33 AELRNIAK-NRRFDGFRKGKVPMKMVAKMYGKA   64 (170)
  T COG0201         339 EIAENLKKSGGFIPGIRPGKDTEKYLNRVIPRL  371 (436)
  T 5eul_Y          331   ADNLKKQGGYIPGIRPGKNTQEYVTRILYR  360 (424)
     T 3jc2_1       393     QLKEQQMVMRGHRETSM-VHELNRYI  417 (476)
     T ss_dssp              HHHHHTCCCTTSCHHHH-HHHHHTTH

Combined results of HHPred search with the model of the ribosome-binding domain of trigger factor (TF) from Vibrio cholerae (PDB entry 
1t11) suggests similarity between the ribosome-binding loop of TF and a segment in bacterial SecY subunit of signal recognition particle 
(COG0201, PDB 5eul_Y) as well as the eukaryotic homolog Sec61 (PDB 3jc2_1). Legend and color code are as in 
https://toolkit.tuebingen.mpg.de/hhpred/help_results (accessed on January 15, 2017) See text for the details.

  Q ss_pred             cchHHHHHHHHHHHHHHHHHHHHHHhCCCCCCHHHHHHHHHHHHHHHHHHcCCCCCCcccccHHHHHHHHHHHHHHHHHH
  Q 1t11 272-end:     2 KNMERELKSAIRNRVKSQAIEGLVKANDIDVPAALIDSEIDVLRRQAAQRFGGNEKQPLELPRELFEEQAKRRVVVGLLL   81 (162)
  Q Consensus         2 ~~l~~~~~~~~~~~~~~~i~~~l~~~~~~~iP~~~v~~~~~~~~~~~~~~~g~~~~~~~e~~~e~~~~~a~~~vk~~lil   81 (162)
                        +++.............+.+++.+.+.++|++|+.++..+...+..+...+.+++..   +-.+..+++.|+++++..|++
  T Consensus       198 ~~~~~~~~~~~~~~~~~~~~~~~~e~~~ve~P~~lv~~e~~~~~k~~~~~~~~~~~---~~~~~~~~e~ae~rv~~~l~l  274 (306)
  T YP_003535684.1  198 EQVVESDDDDEDAEPETETVTVEKDTLYIEATPQMTMNQQWMFSKQQIAQDIMQRL---DIDRVIVQETIEGGLGGMGGM  274 (306)
  T ss_pred             HHHHHHHHHHHHHHHHHHHHHHHHhhCcccCCHHHHHHHHHHHHHHHHHHHhhhcC---CccHHHHHHHHHhccccchHH
  Confidence            45677778888888899999999999999999999998888776655433322111   122556899999999999999

  Q ss_pred             HHHHHHcCCCCCHHHHHHHHHHHHHHcCCh
  Q 1t11 272-end:    82 GEVIRTNELKADEERVKGLIEEMASAYEDP  111 (162)
  Q Consensus        82 ~~ia~~e~i~vt~eei~~~~~~~~~~~~~~  111 (162)
                        .+|++.++|++|+++++..+..++..|..+
  T Consensus       275 ~~i~~~~~ie~~~e~v~~~~~~~a~~~~~~  304 (306)
  T YP_003535684.1  275 MGGAGGADIEEAIEDVDIDADELAAELDAD  304 (306)
  T ss_pred             HHHhhhccCcCCHHHHHHHHHHHHHhcCCC
  Confidence            999999999999999999999999887643

Results of HHPred search with the model of nascent peptide-binding domain of trigger factor (TF) from Vibrio cholerae (PDB entry 1t11) 
suggests similarity with an archaeal peptidyl prolyl isomerase-containing protein that is a prototypic member of an archaeal protein family. 
Legend and color code are as in https://toolkit.tuebingen.mpg.de/hhpred/help_results (accessed on January 15, 2017). See text for the details.

https://toolkit.tuebingen.mpg.de/hhpred/help_results
https://toolkit.tuebingen.mpg.de/hhpred/help_results


Genbank IDs of archaeal peptidyl prolyl isomerases that contain domains homologous to the C-
terminal peptide-binding domains of bacterial trigger factors.
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