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Figure S14. The optimal cutoff value of the coding potential calculator (CPC)
(A-B) Shown are the density graphs across different CPC scores of multi-exonic protein-coding genes 

(green), single-exonic protein-coding genes (purple), 3’ UTRs (sky), and Gold standard lncRNAs 

(orange) in HeLa (A) and in mES cells (B).


