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Figure S8

Figure S8. Updating mES cell transcript models
(A) The number of neighboring transfrag pairs supported by putative splicing signals (red), by exon-

junction reads (navy), and by neither (olive) in mES cells. Otherwise, as in Fig. 3B. (B) The fraction of 

transfrags updated with both TSS and CPS (blue), with only TSS (yellow), with only CPS (magenta), 

and with neither TSS or CPS (grey) in mES cells.


