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Supplemental Figure S3 
 
RT-PCR analysis of the 81 selected exons differentially spliced when comparing mesenchymal- and 
epithelial-like cells using total RNAs obtained from epithelial-like MCF-7 cancer cells transfected with siRNAs 
targeting ESRP1 and ESRP2 (siESRP1/2) or RBM47 (siRBM47) or from mesenchymal-like MDA-MB-231 
breast cancer cells transfected with control siRNAs targeting MBNL1 and MBNL2 (siMBNL1/2) or RBFOX2 
(siRBFOX2).  
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