Treemap of significantly upregulated Gene Ontology terms in heat

cellular cellular L
Ce”UIar proanthocyanidin OXyllpln

response to response to response (R)-2-hydroxy-alpha-linolenic biosynthetic metabO“C

I‘eaCtlve . . to acid biosynthetic process process [ - aCtIVIty
SaIICy“C unfolded phosphatidylinositol-3— phosphate oxidoreductase

oxygen o |
: acid stimulus : egulatio _ binding activity
Species protein of lipid coenzyme | lipoate Joxidoreduction

; BOEPTE flavonoid
N biosynthetiq metabolic etablic

CQ”Ular fatty deE}/ aC|r§éFe)£]Sa—OX|dat|On S process

response to response i : _
; response | alpha—oxidation|nucleotide sulfur 1 glycine

herbivore to heat e[l metabolic k. nihetid metabolic catabolict,nosphatidylcholine

process rocess pI‘OCESS 1—arvihvdralaca : iron ion
process L.P phosphatidylchaline

aldehyde t N :
cellularresponse to y e toxin 1-acylhydrolase transport

oxidoreductase

T : : response i : i ;
€SPONSgalicylic acid stimulus '20 catabolic family iosynthetic] CAARONCY |\ - . activity .

to heat 1 hitate EtaO“C RISICE== activity

glutathione
anChOI‘ed anthocyanin—containing Oxyg en

t tranSfe rase compound biosynthesis
eI componen

activit binding
r n of plasma
hydrogen _ | o [ESPOnse anchored
peroxide -

. OXia aldehyde
yp Component decarbonylase eleCtron LA

of plasma ivi :
response tg respiratory _ P activity secondary | carrier of hydrggen
endoplasmic burst involved response 'membrap'e_ metabolism peroxide

; : . iv/i metabolism
acclimation] reticulum | oo to chitin process | activit

silfess response | cell wall
response | response protein anchored

component

oxidative ' peptidyl—prolyl of
gibberellinj fungus stress ' isomerization membrane

extracellular carbohydrate
. apoplast
region

metabolism




