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Table A2: List of reduced representation methods and corresponding references

Reduced representation method

References

Exome-capture arrays
Custom sequence capture probes

RNA sequencing

Single nucleotide polymorphism chips

Restriction site—associated DNA sequencing

Bamshad et al. 2011

Jones and Good 2016

De Wit et al. 2012

Wang et al. 1998

Baird et al. 2008; Andolfatto et al. 2011;
Elshire et al. 2011; Peterson et al. 2012;

Puritz et al. 2014h

Table A3: Data on sampling designs from published and simulation studies used to create figure Al

EmpOrSim, No. No. No. Spatial
abbreviation Citation Organism individuals ~ populations  markers scale DOI
Emp:
Zu2014 Zueva et al. Salmo salar L. (Atlantic 472 12 4,631 1,000 10.1371/journal.pone.0091672
2014 salmon)
DA2014 Dell’Acqua Brachypodium distachyon 96 9 16,697 800 10.1186/1471-2164-15-801
et al. 2014 (purple false brome
grass)
Ge2014 Geraldes et al. Admixture between 498 30 33,070 3,000 10.1111/evo0.12497
2014 Populus trichocarpa and
Populus balsamifera
Be2015 Berg et al. 2015 Gadus morhua (Atlantic 194 7 8,809 700 10.1093/gbe/evv093
cod)
Ec2015 Eckert et al. Pinus lambertiana (sugar 241 10 475 40 10.1007/s11295-015-0863-0
2015 pine)
Fr2015 Fraser et al. Poecilia reticulata 153 8 7,757 20 10.1111/mec.13022
2015 (guppies)
Gr2014 Gray et al. 2014 Andropogon gerardii (big 378 11 384 900 10.1111/mec.12993
bluestem grass)
Ha2014 Hamilton et al. Picea sitchensis x Picea 1,492 40 71 3,000 10.1007/s11295-014-0817-y
2015 glauca and Picea
glauca x Picea
engelmannii
DK2014 De Kort et al. Alnus glutinosa (black 356 24 1,990 1,200 10.1111/1365-2664.12305
2014 alder)
Zh2015 Zhou etal. 2014 Pinus massoniana and 104 26 884 NA 10.1111/mec.12830
Pinus hwangshanensis
Sim:
LW2015 Lotterhos and Simulation 300 30 10,000 NA 10.1111/mec.13100;
Whitlock 10.1111/mec.12725
2014, 2015
LW2015 Lotterhos and Simulation 900 90 10,000 NA 10.1111/mec.13100;
Whitlock 10.1111/mec.12725
2014, 2015
DM2013 De Mita et al. Simulation 100 100 1,100 NA 10.1111/mec.12182
2013
DM2013 De Mita et al. Simulation 384 8 1,100 NA 10.1111/mec.12182
2013
dv2014 de Villemereuil Simulation 8,000 16 5,050 NA 10.1111/mec.12705
et al. 2014
Jo2013 Jones et al. Simulation 300 100 100 NA 10.1111/evo.12237
2013

Note: The empirical studies used in the table were made from a Google Scholar search on June 4, 2015, to obtain all citations of latent factor mixed models and Bayenv2

(both methods were published in 2013). This is not a comprehensive list but considered to be representative of the current literature.
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Figure Al: Examples of sampling designs from published studies (black dots) and from simulation studies (labeled red points; data
available in table A3). LW2015 = Lotterhos and Whitlock 2015; DM2013 = De Mita et al. 2013; dV2014 = de Villemereuil et al.
2014; Jo2013 = Jones et al. 2013.



