Supplementary Table Sl Exon-intron boundaries of the rat NMS gene

Exon Exon Sequence at exon/intron junction Intron
number  size 5’ -splice donor 3 -splice acceptor Size

1 N.D. CCTCCTCAGgt aaggg gtgat agGAGCTTCTC 2058 bp
roSer Ser G | yAl aSer P

2 56 bp GACCCAGAGgt at gct cttt cagCGACTGGCA 305 bp
AspProd u Ar gLeuAl a

3 51bp CAACCTAAGgt aat at ctt ccagGAAAGCCGG 2169 bp
A nProlLys A uSerArg

4 24bp TACAAAAGXgt gagga cgttcagTTTTTATTT 90 bp
TyrLysArg PheLeuPhe

5 54bp AACTCCGAGgtctgtg gttgcagTTTGCTCCC 1788 bp
AsnSerd u PheAl aPro

6 84bp CTGCACACAgtaggtg ttcccagGATTCCAGG 932 bp
LeuHi sThr AspSer Arg

7 36bp CCTAAGAAGgtatgtg gttacagGATCCTACC 626 bp
ProLysLys AspProThr

8 42bp CTTTTCAGXt at agc N. D. CCTAGGAAT  >0.5kb
LeuPheAr g Pr oAr gAsn

9 44bp GACGGCAAG N.D. N. D. AATCCTATG >0.5kb

10 N.D. N. D.

The exon and intron sequences are shown in uppercase and lowercase | etters,
respectively. The genomic sequence of the NMS gene was identified in one gnomic
contig of rat chromosome 9 (Ref Seq accession number NW_047814). N.D., not

determined.



