Supplementary Table Sl 11 Exon-intron boundaries of the human NMS gene

Exon Exon Sequence at exon/intron junction Intron
number  size 5’ -splice donor 3 -splice acceptor Size

1 N.D. CCTCCTCAGgt aaggg acaat agGATTTCCTC 2230 bp
roSer Ser G | yPhePr oG

2 56 bp CACCTTGAGgt accca  tttttagCAGCTGGCA 638 bp
A nLeud u d nLeuAl a

3 51bp CAACCTAAGgt aaaaa tttccagGATAATCAA 3704 kb
d nProlLys AspAsnd n

4 24bp TACAAAAGXtgagta tatttagTTTTTGITT 93 bp
TyrLysArg PheLeuPhe

5 54bp AAAACTGCgtcagta gttgcagTTTCCTCCA 1938 bp
LysThedy PhePr oPro

6 75bp CTGCAGCGAgt acgtg cttgcagGGECTCGGEG 1068 bp
Leud nArg AdySerdy

7 36 bp ACCAAGAACQt acaca  gtt gcagGATCACACT 594 bp
TheLysLys AspHi sThr

8 42bp CTTTTCAGCgtatagc ttttcagCCCAGGAAT 1109 bp
LeuPheAr g Pr oAr gAsn

9 35bp TGAGCCCCAgtaggta tttttagGATTCAGIG 940 bp
pd uAl ad nll ed nTr

10 N.D. N. D.

The exon and intron sequences are shown in uppercase and lowercase | etters,
respectively. The genomic sequence of the NMS gene was identified in one gnomic
contig of human chromosome 2 (Ref Seq accession number NT_086620). N.D., not

determined.



