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12/PEG9/12; (b) 12/C3/12; and (c) 80/PEG9/80  (Figure 1A& B) in different salt

conditions: 0.6 M putrescine2+ (○),  6 mM [in (a) and (b)] or 3 mM [in (c)]

Co[NH3]63+ (∆), and 3 mM [ in (a) and (b)] or 1.5 mM [in (c)] spermine4+ (x). For

comparison, the predicted SAXS profiles for the extended (dotted line), random

(solid line) and collapsed (dashed line) states for each of the tethered duplexes

are shown. SAXS profiles were obtained with DNA concentrations of 0.2 mM

(12/PEG9/12), 0.2 mM (12/C3/12) and 0.015 mM (80/PEG9/80), in 100 mM Na-MOPS,

pH 7.0. Insets: Residuals of experimental SAXS profiles of tethered-DNA

compared to their respective corresponding random state predictions, plotted

against s from 0__0.04 (1/Ǻ).


