Human: 1-MSRQOSTLYSFFPKSPALSDANKASARASREGGRAAAAPGASPSPGGDAAWSEAGPGPRPLARSASPPKAKNLNGGLRRSVAPAA PTSCDFSPGDLVWAKM

Mouse: 1-MSRQSTLYSFFPKSPALGDTKKAAAEASRQG ~ AAASGASASRGGDAAWSEAEPGSRSAAVSASSPEAKDLNGGLRRASSSAQAVPPSSCDFSPGDLVWAKM
* k% * % * kk* * * * * k% % * % * *kkk kxkkx *
Human: 101-EGYPWWPCLVYNHPFDGTF IREKGKSVRVHVQFFDDSPTRGWVEKRLLKPYTGSKSKEAQKGGHFYSAKPEILRAMORADEALNKDKIKRLELAVCDEPS
Mouse: 101-EGYPWWPCLVYNHPFDGTF IRKKGKSVRVHVQFFDDSPTRGWVSKRMLKPYTGSKSKEAQKGGHFYSSKSEILRAMORADEALSKDTAERLOLAVCDEPS
* * * % * * k% *
Human: 201-EPEEEEEMEVGTTYVTDKSEEDNEIESEEEVQPKTQGSRRSSRQIKKRRVISDSESDIGGSDVEFKPDTKEEGSSDEISSGVGDSESEGLNSPVKVARKR
Mouse: 201-EPEEEEETEVHEAYLSDKSEEDNYNESEEEAQPSVQGPRRSSRQVKKRRVISDSESDIGGSDVEFKPDTKQEGSSDDASSGVGDSDSEDLGTFGKGAPKR
* *kk*k k% * % * * % * * * * % * kkk*k * %
Human: 301-KRMVTGNGSLKRKSSRKETPSATKQATSISSETKNTLRAFSAPONSESQAHVSGGGDDSSRPTVWYHETLEWLKEEKRRDEHRRRPDHPDFDAS THYfiPE
Mouse: 301-KRAMVAQGGLRRKSLKKETGSA KRATPILSETKSTLSAFSAPQNSESQTHVSGGGNDSSGPTVWYHETLEWLKPEKRRDEHRRRPDHPEFNPTTLY PE
kkkkk * * * % * * % * % * * * * * * k**k%*
Human: 401-DFLNSCTPGMRKWWQIKSQNFDLVICYKVGKFYELYHMDALIGVSELGEVFMKGNWAHSGFPEIAFGRYSDSLVQKGYKVARVEQTETPEMMEARCRKMA
Mouse: 400-EFLNSCTPGMRKWWOLKSQNFDLVIFYKVGKFYELYHMDAVIGVSELGHIFMKGNWAHSGFPEIAFGRFSDSLVQKGYKVARVEQTETPEMMEARCRKMA
* * * *
Human: 501-HISKYDRVVRREICRIITKGTQTYSVLEGDPSENYSKYLLSLKEKEEDSSGHTRAY¥GVCFVDTSLEGKFFIGQFSDDRHCSRFRTLVEHYPPVQVLFEKGN
Mouse: 500-HVSKFDRVVR EICRIITKGTQTYSVLDGDPSENYSRYLLSLKEKEEETSGHTRVYGVCFVDTSLGKFFIGQFSDDRHCSRFRTL HYPPVQILFEKGN
* * * % * *
Human: 601-LSKETKTILKSSLSCSLOEGLIPGSQFWDASKTLRTLLEEEYFREKLSDGIGVMLPQVLKGMTSESDSIGLTPGEKSELALSALGECVFYLKKCLIDQEL
Mouse: 600-LSTETKTVLKGSLSSCLQEGLIRPGSQFWDATKTLRTLLEGGYFTG NGDSSTVLPLVLKGMTSESDSVGLTPGEESELALSALG IVFYLKKCLIDQEL
* * * % * * % kkkkkkhkkhkk*k *
Human: 701-LSMANBEEYIPLDSDTVSTTRSGAIFTKAYQRMVLDAVTLNNLEIFLNGTNGSTEGTLLERVDTCHTPFGKRLLKQWLCAPLCNHYAINDRLDAIE DLMV
Mouse: 698-LSMAN EYFPLDSDTVSTVKPGAVFTKASQRMVLDAVTLNNLEIFLNGTNGSTEGTLLERLDTCHTPFGKRLLKQWLCAPLCSPSAISDRLDAVEDLMA
* % * * * *k %k * * *
Human: 801-VPDKISEVVELLKKLPDLERLLSKIHNVGSPLKSQNHPDSRAIMYEETTYSKKKIIDFLSALEGFKVMCKIIGIMEEVADGFKSKILKQVISLQTKNPEG
Mouse: 798-VPDKVTEVADLLKKLPDLERLLSKIHNVGSPLKSQNHPDSRAIMYEETTYSKKKIIDFLSALEGFKVMCKVSGLLEEVAGGFTSKTLKQVVTLQOSKSPKG
* % * % **k k% * * * * % * k* *
Human: 901-RFPDLTVELNRWDTAFDHEKARKTGLITPKAGFDSDYDQALADIRENEQSLLEYLEKQRNRIGCRT IVYWGIGRNRYQLEIPENFTTRNLPEEYELKSTK
Mouse: 898-RFPDLTAELQRWDTAFDHEKARKTGLITPKAGFDSDYDQALADIRENEQSLLEYLDKQRSRLGCKSIVYWGIGRNRYQLEIPENFATRNLPEEYELKSTK
* * * * % * % *

Human: 100l—KGCKRYWTKTIEKKLANLINAEERRDVSLKDCMRRLFYNFDKNYKDWQSAVECIAVLDVLLCIANYSRGGDGPMCRPVILLP EDTPPFLELKGSRHPCIT



Mouse: 998—KGCKRYWTKTIEKKLANLINAEERRDTSLKDCMRRLFCNFDKNHKDWQSAVECIAVLDVLLCIANYSQGGDGPMCRPEIVLPGEDTHPFLEFKGSRHPCIT

* * * * * ko * *

Human: 1101-KTFFGDDFIPNDILIGCEEEEQENGKAYCVLVTGPNMGEKSTLMROQAGLLAVMAQMGCYVPAEVCRLTPIDRVFTRLGASDRIMSGESTFFVELSETAST
Mouse: 1099-KTFFGDDFIPNDILIGCEEEAEEHGKAYCVLVTGPNMGEKSTLIRQAGLLAVMAQLGCYVPAEKCRLTPVDRVFTRLGASDRIMSGESTFFVELSETAST

*k K * * * *
Human: 1201-LMHATAHSLVLVDELGRGEATFDGTAIANAVVKELAETIKCRTLFSTHYHSLVEDYSQNVAVRLGHMACMVENECEDPSQETITFLYKFIKGACPKSYGF
Mouse: 1199-LRHATAHSLVLVDELGRGEATFDGTAIANAVVKELAETIKCRTLFSTHYHSLVEDYSKSVCVRLGHMACMVENECEDPSQETITFLYKFIKGACPKSYGF
* *k K
Human: 1301-NAARLANLPEEVIQKGHRKAREFEKMNQSLRLFREVCLASERSTVDAEAVHKLLTLIKEL
Mouse: 1299-NAARLANLPEEVIQKGHRKAREFERMNQSLOLFREVCLATEKPTINGEATHRLLALINGL
* * kk kkk Kk k  k kK



